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Secondary structure and
disorder prediction

10 .o.20 . 30 40 s oo B0 . o 60

MTNYRVESSSGRAARKMRLALMGPAFI AAI GYI DPGNFAT NI QAGASFGY QL L WVVVWAN
Secondary ASSASSAA ASTALAAAS  ASALALAAMALALLASALALLARAAN

structure

. —_

Disorder
confidence

. .70 . . 80 90 . . . 100 . . . 110 120

LMAMLI QI LS AKLGI ATGKNLAEQI RDHY P RPVVWFYWVQAEI | AMATDL AEFI GAAI GF
Secondary, m y AAAAAAAAAAAAAL ——AAAAAAAA —AAAAAAAAAA ARAAAAAAAA ARAAAAAAAA
structure
SS
confidence
Disorder

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

KLI LGVSLLQGAVLTGI ATFLI LMLQRRGQKPLEKVI GGLLLFVAAAYI VELI FSQPNLA
>econda’y AAR——ARAAAARAAAAAAAAAAAA —ARARARRARAAR ARAAAAAARAARAA ——AA

structure

. __

Disorder

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

QLGKGMVI PSLPTSEAVFLAAGVLGATI MP HVI YLHSSLTQHLHGGSRQQRYSATKWDVA
secondary RARAAR—————— ARRTTTLRRLTRLLRRLAVARRRAUVRARRA RRRUURRRANR

structure

. SS - —
confidence

Disorder 2227222227272

Disorder
confidence
. 250 . . . P . 260 . . .. .270 0 L .. ..280 . . . .. .29 . . L .. . 300

| AMTI AGFVNLAMMATAAAAFHFSGHTGVADLDEAYLTLQPLLSHAAATVFGLSLVAAGL

Secondary g q ARAARAAA AAAAARAARAR AMAAAAAA AAAAAARAAA ARAARAARAA
structure
SS
confidence

Disorder 22222

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

SSTVVGTLAGQVVMQGFI RFHI PLWVRRTVTMLPSFIVILMGLDPTRI LVMSQVLLSEFGI
Secondary
AUANRAAARANRANNRRARNAS B T G L L ey AAAARAARAARR
structure ANAASNA
SS
confidence
Disorder 2 —2 22

D Ilsorder ——— - .
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410

ALALVPLLI FTSDSKLMGDL VNSKRVKQTGWVI VVLVVALNI WLLVGTAL GL

Secondary g g ARAAARARAR AAAAAAA AARARARARR AAARARARA ——
structure
confidence
Disorder 22 22
I

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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