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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MFDRYDAGEQAVLVHI YFTQDKDMEDLQEFESLVSSAGVEALQVI TGSRKAPHPKYFVGE
Secondary N N

~~~~~~~~~ —  RRRRRARR . —
structure - RARARAN = iy
confidence
Disorder 2 2 2 2 2 2 2 2222 »
— o ———

DlSOrder I
confidence
.70 . . 80 90 100 110 . . . 120

GKAVEI AEAVKATGASVVLFDHALSPAQERNLERLCECRVI DRTGLI LDI FAQRARTHEG

Secondary  LoQARRRANRE 0 m— LURRRANANAY e QUARLRUURRNUNNLAN
structure -
.| I
confidence
Disorder g
I

Disorder
confidence
130 .. 140 150 160 ... 170 0 L 180

KLQVELAQLRHLATRLVRGWTHLERQKGGI GLRGPGETQL ETDRRLLRNRI VQI QSRLER
Secondar )
Y AARARARRARARRARRA ——— —_— AVMAAMRLLRLRRR AAARANRARASS

structure

confidence

Disorder 2222222222222

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

VEKQREQGRQSRI KADVPTVSLVGYTNAGKSTLFNRI TEARVYAADQLFATLDPTLRRI D
ndar " "
seconda’y ARRAARRARRRARARR ———— mmm—t ———— ARAAARRAA — m— —_————

structure

.SS e —
e

Disorder
confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . o o 28D o o .. 300

VADVGETVLADTVGFI RHLP HDLVAAFKATLQETRQATLLLHVI DAADVRVQENI EAVNT
SEcondary b s——— AR AARRARRRARARRRRN i — RRULULRAR

structure
SS
confidence

Disorder ?

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

VLEEI DAHEI PTLLVMNKI DMLEDFEPRI DRDEENKPNRVWLSAQTGAGI PQLFQALTER
Secondar) ARARRAAN —mm—p ———— ARAAARAARA —  m— RARRLIULRAR

structure

. —- N [T L

Disorder
Disorder
confidence
.. 370 . . . .. . 380 . . . .. .39 . . . 400 410 420
LSGEVAQHTL RLPPQEGRLRSRFYQLQAI EKEWMEEDGSV SLQVRMPI VDWRRL CKQEP A
Secondar
Y AARA e AAAR AR —— o — AR ARRAARA ———

structure

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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