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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 d1iuqa_ Alignment 98.6 16
Fold:Glycerol-3-phosphate (1)-acyltransferase
Superfamily:Glycerol-3-phosphate (1)-acyltransferase
Family:Glycerol-3-phosphate (1)-acyltransferase

2 c2ke4A_ Alignment 16.7 26
PDB header:membrane protein
Chain: A: PDB Molecule:cdc42-interacting protein 4;
PDBTitle: the nmr structure of the tc10 and cdc42 interacting
domain2 of cip4

3 c1ybxA_ Alignment 7.6 17
PDB header:structural genomics, unknown function
Chain: A: PDB Molecule:conserved hypothetical protein;
PDBTitle: conserved hypothetical protein cth-383 from clostridium
thermocellum

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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