Phyre?2

Detailed template
information

ml a.kelley@imperial.ac.uk
| Description [Sld742

Date ;hujan 510:55:48 GMT

U”'q”eJ°b f12d8f645ffcl4be

# Template

Alignment Coverage

3D Model Confidence % i.d. Template Information

PDB header:transport protein
Chain: A: PDB Molecule:potassium voltage-gated channel
subfamily kgt member 4;

PDBTitle: crystal structure of a coiled-coil tetramerization domain
from kv7.42 channels

PDB header:aids

Chain: A: PDB Molecule:vpr protein;

PDBTitle: helical structure of polypeptides from the c-terminal
half2 of hiv-1 vpr, nmr, 20 structures

PDB header:viral protein
Chain: A: PDB Molecule:vpr protein;
PDBTitle: dimeric structure of the c-terminal domain of vpr

1 C20vCA_ Alignment
2 clbdeA_ Alignment -
3 Cc1x9VA_ Alignment -
4 clvryA Alignment

PDB header:membrane protein

Chain: A: PDB Molecule:glycine receptor alpha-1 chain;
PDBTitle: second and third transmembrane domains of the alpha-
12 subunit of human glycine receptor



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2ovcA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f12d8f645ffc14bc/c2ovcA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1bdeA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f12d8f645ffc14bc/c1bdeA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1x9vA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f12d8f645ffc14bc/c1x9vA_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1vryA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/f12d8f645ffc14bc/c1vryA_.4.pdb

