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PDB header:transferase

14 Chain: D: PDB Molecule:farnesyl-diphosphate synthase;
PDBTitle: crystal structure of geranylgeranyl pyrophosphate
synthase2 from lactobacillus brevis atcc 367

1 c3m9uD_ Alignment

PDB header:transferase

Chain: B: PDB Molecule:geranyltranstransferase;

PDBTitle: crystal structure of farnesyl diphosphate synthase (target
efi-501951)2 from methylococcus capsulatus

2 Cc3ts7B_ Alignment 11

PDB header:transferase

Chain: B: PDB Molecule:geranyl diphosphate synthase small
14 subunit;

PDBTitle: mint heterotetrameric geranyl pyrophosphate synthase

in2 complex with magnesium

3 c3kraB_ Alignment

PDB header:transferase
Chain: B: PDB Molecule:trans-isoprenyl diphosphate synthase;

13 PDBTitle: crystal structure of polyprenyl synthase from caulobacter
crescentus2 cb1l5 complexed with calcium and isoprenyl
diphosphate

4 c3oyrB_ Alignment

PDB header:transferase

Chain: B: PDB Molecule:decaprenyl diphosphate synthase;
PDBTitle: crystal structure of a decaprenyl diphosphate synthase
from2 rhodobacter capsulatus

5 C3mzvB_ Alignment 12

PDB header:transferase

Chain: A: PDB Molecule:geranyltranstransferase;
PDBTitle: crystal structure of putative geranyltranstransferase from
pseudomonas?2 fluorescens pf-5 complexed with magnesium

6 c3lsnA_ Alignment 16

PDB header:transferase

13 Chain: A: PDB Molecule:geranyltranstransferase;
PDBTitle: crystal structure of a geranyltranstransferase from the2
methanosarcina mazei

7 C3ipiA_ Alignment

PDB header:transferase

Chain: D: PDB Molecule:component b of hexaprenyl diphosphate
12 synthase;

PDBTitle: m. luteus b-p 26 heterodimeric hexaprenyl diphosphate

synthase in2 complex with magnesium

8 c3agbD_ Alignment

Fold:Terpenoid synthases
12 Superfamily:Terpenoid synthases

9 dlvdea_ Alignment
Family:lsoprenyl diphosphate synthases

PDB header:transferase

19 Chain: A: PDB Molecule:geranyltranstransferase;
PDBTitle: crystal structure of geranyltranstransferase (ec 2.5.1.10)
(tm0161)2 from thermotoga maritima at 1.90 a resolution

10 C2ftzA_ Alignment

Fold:Terpenoid synthases
13 Superfamily:Terpenoid synthases

11  d2g80al Alignment
Family:lsoprenyl diphosphate synthases
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PDB header:transferase
Chain: B: PDB Molecule:geranylgeranyl pyrophosphate

12 c2e8xB_ A|ignment 14 synthetase;

PDBTitle: s. cerevisiae geranylgeranyl pyrophosphate synthase
in2 complex with magnesium and gpp
PDB header:transferase

; . Chain: A: PDB Molecule:geranylgeranyl pyrophosphate

13 c2jloA_ Alignment 8 synthetase;

PDBTitle: geranylgeranyl diphosphate synthase from sinapis alba
PDB header:transferase
Chain: A: PDB Molecule:geranylgeranyl pyrophosphate

14 clwyO0A_ Alignment 13 synthetase;

PDBTitle: crystal structure of geranylgeranyl pyrophosphate
synthetase from2 pyrococcus horikoshii ot3
Fold:Terpenoid synthases

15 dirgja_ Alignment 12 Superfamily:Terpenoid synthases
Family:Isoprenyl diphosphate synthases
PDB header:lyase
Chain: A: PDB Molecule:farnesyl pyrophosphate synthase,

. putative;

16 c3ez3A, Alignment 11 ppaTitle: crystal structure of plasmodium vivax
geranylgeranylpyrophosphate2 synthase pvx_092040 with
zoledronate and ipp bound
PDB header:transferase

. Chain: B: PDB Molecule:farnesyl diphosphate synthase;

17 c3mOgB. Alignment 13 ppBTitle: crystal structure of putative farnesyl diphosphate
synthase from2 rhodobacter capsulatus
PDB header:transferase

. Chain: A: PDB Molecule:putative polyprenyl synthetase;

18 canf2A Alignment 15 ppBTitle: crystal structure of polyprenyl synthetase from

streptomyces2 coelicolor a3(2)
PDB header:transferase
. Chain: B: PDB Molecule:geranyltranstransferase;

19 c3npkB_ Alignment 17 ppBTitle: the crystal structure of geranyltranstransferase from
campylobacter2 jejuni
PDB header:transferase

. Chain: A: PDB Molecule:geranyltranstransferase;

20 c2hBoA Alignment 20 ppBTitle: the 1.6a crystal structure of the geranyltransferase
from2 agrobacterium tumefaciens
PDB header:structural genomics, unknown function
Chain: B: PDB Molecule:putative farnesyl pyrophosphate

21  c20loB_ Alignment not modelled 16  synthase;

PDBTitle: cryptosporidium parvum putative polyprenyl
pyrophosphate2 synthase (cgd4_2550) in complex with risedronate.
PDB header:transferase

. Chain: A: PDB Molecule:geranylgeranyl diphosphate synthetase;

22 clwmwh, Alignment ek el 15 ppBTitle: crystal structure of geranulgeranyl diphosphate synthase
from thermus2 thermophilus
PDB header:transferase

. Chain: B: PDB Molecule:geranyltranstransferase;

23 c3p8lB Alignment T i e 20 ppgTitle: crystal structure of polyprenyl synthase from
enterococcus faecalis2 v583
PDB header:transferase

. Chain: A: PDB Molecule:geranyltranstransferase (ispa);

24 callwA Alignment fledzecelied © PDBTitle: crystal structure of geranyltransferase from
helicobacter2 pylori 26695
PDB header:transferase
Chain: B: PDB Molecule:geranyltranstransferase;

25 c2forB_ Alignment not modelled 22 PDBTitle: crystal structure of the shigella flexneri farnesyl
pyrophosphate2 synthase complex with an isopentenyl
pyrophosphate
PDB header:transferase

. Chain: F: PDB Molecule:farnesyl diphosphate synthase;

26 C2f9dF_ Alignment fledzecelied 12 ppBTitle: crystal structure of human fpps in complex with
ibandronate
PDB header:transferase

. Chain: A: PDB Molecule:farnesyl pyrophosphate synthase;

27 clyhlA Alignment it et e PDBTitle: structure of the complex of trypanosoma cruzi farnesyl
diphosphate2 synthase with risedronate, dmapp and mg+2
PDB header:transport protein

28 c3dh4A_ e it et 6 Chain: A: PDB Molecule:sodium/glucose cotransporter;

PDBTitle: crystal structure of sodium/sugar symporter with bound
galactose from2 vibrio parahaemolyticus
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11

PDB header:transferase

Chain: A: PDB Molecule:farnesyl pyrophosphate synthetase;
PDBTitle: crystal structure of human farnesyl diphosphate synthase
(t201a2 mutant) complexed with mg and biphosphonate inhibitor

Fold:Heme-binding four-helical bundle
Superfamily:Transmembrane di-heme cytochromes
Family:Cytochrome b of cytochrome bcl complex (Ubiquinol-
cytochrome c reductase)

29 C3Cpb6A_ Alignment not modelled
30 d1g90b_ Alignment not modelled
31 dldiha2 Alignment not modelled

17

Fold:FwdE/GAPDH domain-like
Superfamily:Glyceraldehyde-3-phosphate dehydrogenase-like, C-
terminal domain

Family:Dihydrodipicolinate reductase-like
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