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Secondary structure and
disorder prediction

10 s 0 20 o o o = o 8 . o 40 a s o0 B0 -5 o 60

MRKFTLNI FT LSLGLAVMPMVEAAPTAQQQ LLEQVRLGEA THREDLVQQS LYRLELI DPN
Secondery —AARAAAAA AARRAAAARRA AT AGATALATAL  RARTAUAN ARTRRAL

structure

SS
confidence
Disorder 2 2 2 2 2 2 2122

Disorder
confidence
.70 . . . . 80 . . . 90 100 110 . . 120

NPDVVAARFR SLLRQGDI DG AQKQLDRLSQ LAPSSNAYKS SRTTMLLSTP DGRQALQQAR
Secondar
Y RARARARAA AAAA—ARA ARARARRARA ——— L N L L ey RANNANANN

structure

.SS . E——

Disorder ?

Disorder
confidence
130 140 . . 150 . . 160 170 . . 180

LQATTGHAEE AVASYNKLFN GAPPEGDI AV EYWSTVAKI P ARRGEAI NQL KRI NADAP GN
secondary ARAA—— AAR ARRRRARRAR ARAAA ARRARAAAL —— ARRRRRAR ARRRRR ——

structure

' SS
—

Disorder 2?22 2 2

D|.sorder R
confidence
190 . . 200 . . . . 210 . . 220 . . 230 . . . . 240

TGLQNNLALL LFSSDRRDEG FAVLEQMAKS NAGREGASKI WYGQI KDMPV SDASVSALKK
Secondar
Y ARAARAARAA AAA— ASAAR AMMAARAARA — ARASAR AARAARA — ARARRAARAR

structure

)
confidence

Disorder 22

Disorder
q S BN
confidence
. 250 . . ... 260 . . . .. 270 . . .. . 280 . . . ... 290 ... 300

YLSI FSDGDS VAAAQSQLAE QQKQLADPAF RARAQGLAAY DSGMAGKAI P ELQQAVRANP
o) ARAA——AR ARARRARARA A ———— AT ATRTAAATAL A ARTAAN ARUARRAR

structure

SS
P —

Disorder 2222 2

Disorder
confidence
. 310 . . . ... 320 . . . .. . 330 . . . .. . 340 . . . .. . 350 . . . .. . 360

Sequence KDSE/—\LGALG Q/-\YSQKGDRA NAVANLEKAL ALDPHSSNND KWNSLLKVNR YWLAI QQGDA
Secondar:
Y AARAARAA AAARA AR ARRAARAARA A RRARN RARRARARASNSN

structure

SS
confidence

Disorder 2 2

Disorder
confidence
. 370 . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 . . 420

ALKANNPDRA ERLFQQARNV DNTDSYAVLG L GDVAMARKD YPAAERYYQQ TLRMDSGNTN
Seconda’ ARA———ARAA ARAAAARAAAR ——ARAAAA AARAAAA ——ARAARAARAR ARAR—AA

structure

SS
confidence

Disorder
Disorder
confidence

AVRGLANI Y R QQSPEKAEAF I ASLSASQRR S| DDI ERSLQ NDRL/—\QQAE/—\ LENQGKWAQA

. 430 . . 440 .. 450 . . 460 .. 470 . . .. 480


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

secondary ARAARARAAR ——AARARRA ARRAR AALAARARAR AR AARA

structure

confidence
Disorder 222 2222 22

Disorder
confidence
490 . . . 500 . . . . 510 . . . . 520 . . . . 530 . . . . . 540

BT A ALQRQRLAL DPGSVWI TYRLSQDLWQAGQ RSQADTLMRN LAQQKSNDPE QVYAYGLYLS
secondal ARRAARARARAR —— AARAAR AARARAARA — ARAARARAAR ARAA AR ARRRRARAAA

structure

SS
confidence

Disorder

Disorder
confidence
. 550 . . . . 560 . . . . 570 . . . . 580 . . . . 590 . . . 600

P GHDQDRAALA HI NSLPRAQWNSNI QELVNR LQSDQVLETA NRLRESGKEA EAEAMLRQQP
secondany 4 ARRAAR ARRRRAR ARRAAAR AARAARARAR ARRAR AR ARRRRRRR——

structure

SS L e
confidence

Disorder

Disorder
confidence
.. . .. . . . .80 . . . .., . . . .60 . . . ., . . . . 630 . . . .., . . . . 880 . . . . . . . . . 650 . . . .., . . . . 660
B PSTRI DLTLA DWAQQRRDYT AARAAYQNVL TREPANADAI LGLTEVDI AA GDKAAARSQL

Pecondany —ARAAAAAA AARAA AR AMAAAAAAAA AR AAAA AAAAARAAA ———AARARAAA

structure

)
confidence

Disorder
Disorder
confidence

.. . .. . . . . 870 . . . .., . . . .880 . . . ., . . . .69 . . . .., . . . .700 . . . .., . . . .70 . . . .., . . . .72
BRI AKLPATDNAS LNTQRRVALA QAQLGDTAAA QRTFNKLI PQ AKSQPPSMES AMVLRDGAKF
>econta? ARAAA———ARAARAAAAR AAA———AAAA AARRRRAAA R ARURARRRRARR

structure

confidence

Disorder ?

Disorder
confidence
. 730 . .. 740 .. . 750 . . . .. . 760 . . . T A A .. . 780

P EAQAGDPTQA LETYKDAMVA SGVTTTRPQD NDTFTRLTRN DEKDDWLKRG VRSDAADLYR

Seconcery AAA—— ALAARAAAT AR ALAAAAAR  ARARRARAR

ctrucore WARRRAR KRR A% RRRARR
confidence

Disorder ?? ? 22

Di_sorder
confidence
.. . .. . . . .79 . . . ., . . . .80 . . . ., . . . .81 . . . ., . . . .80 . . . .., . . . .80 . . . .., . . . .84
P QQDLNVTLEH DYWGSSGTGG YSDLKAHTTM LQVDAPYSDG RMFFRSDFVN MNVGSFSTNA
Second _
hucnre  RARRARRNANN AR AARARRARAR AR e— -

structure

Disorder ¥ 2222?22 22?2 —222722??

Disorder
confidence
. 850 . . . . 860 . . . . 870 . . . . 880 . . 890 . . 900

PR DGKWDDNWGT CTLQDCSGNR SQSDSGASVA VGWRNDVWSWDI GTTPMGFN VVDVVGGI SY

Secondary } )
—— — ———— I — ————————| b ——————
structure =
confidence

Disorder 2222 —2 —2 —2 22222222272 2222

Di.sorder - . N I — -
confidence
L. . .. . . . .90 . . . .., . . . .90 . . . ... . . . .90 . . . .., . . . .90 . . . .., . . . .90 . . . .., . . . . 90
MY s DDl GPLGYT VNAHRRPI SS SLLAFGGQKD SPSNTGKKWG GVRADGVGLS LSYDKGEANG
naar ) " N "
Secondary I —— ey ——— WY WUALAN [— N —————

structure
SS .

confidence

Disorder ?? ? 2 2727222222217 1127




Disorder
confidence

970 .. 980 . . . 990 .. . 1000 . . .. . 1010 . . . .. . 1020

PR VWASLSGDQL TGKNVEDNWR VRWMTGYYYK VI NQNNRRVT | GLNNMI WHY DKDLSGYSLG

e AR, ——————————— -y ————————— —— —— YUY
. I ENOOEE S | [ | | B | | == | I .
Disorder ? 7

Disorder — T _—— e -
confidence
. 1030 . . . .. . 1040 . . . .. . 1050 . . . .. . 1060 . . . .. . 170 . . . .. . 1080

P QGGYYSPQEY LSFAI PVMWR ERTENWSWEL GASGSWSHSR TKTMPRYPLM NLI PTDWQEE
Secondar
y AN AN e e sy RAAAS—

structure

SS
L e L e ——————
N

Disorder ? 2 ? ? ? 2 22
Disorder
confidence F—
. 1090 . . . .. . 1100 . . . .. . 1110 . . . .. . 1120 . . . .. .o1130 ... ... 1140

P AARQSNDGGS SQGFGYTARA LLERRVTSNWFVGTAI DI QQ AKDYAPSHFL LYVRYSAAGW

Secondary S Y VG [EE ———
structure =
SS [ e N ] L | | I EEEE . | )
confidence
Disorder 2 2 22222222 2222 ? ?

Dl_sorder -
confidence

. 1150 . .

P QGDMDLPPQP LI PYADW
Secondary
structure

SS
confidence

Disorder —? 2 22222
Disorder

confidence

Confidence Key
High(O) IIIEIIIRIN Low (0)
? Disordered
A% Alpha helix
=) Beta strand



