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Secondary structure and
disorder prediction

10 .o.20 . .. 030 . 40 .. 50 . . 60

MFENI TAAPADPI LGLADLF RADERPGKI NLGI GVYKDET GKTPVLTSVKKAEQYLLENE
STy ARAAARARRAA — —— RURAARRRRRRR

structure

SS
Y

Disorder 2 2 2 222227222 2221?22 ?2 2?2 —

Disorder
confidence

.70 . 80 920 100 110 120

TTKNYLGI DG I PEFGRCTQELLFGKGSALI NDKRARTAQTPGGTGALRVAADFLAKNTSV

STy AAAARAARAARRAR —— — AARAARRAARARRA ——
structure
N HEEE I N N
confidence
o

Disorder
confidence
130 .. 140 P . 150 . . . 160 ... 170 0 L .. . 180

KRVWVSNPSWPNHKSVFNSAGLEVREYAYY DAENHTLDFDALI NSLNEAQAGDVVLFHGC

oY —m———————— AARAAAN —— S—) ARAARAAN ——— s—
structure RA
SS — - I . E— - ——

confidence
Disorder

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

CHNPTGI DPTLEQWQTLAQL SVEKGWLPLFDFAYQGFARGLEEDAEGLRAFAAMHKELI v
Secondar
: RANAAAAAARNANRS ey RN RARARRAARN——— e

structure

confidence

Disorder

Disorder
confidence
. 250 . . . P . 260 . . . . 270 . .. .. ..280 . . . .. .29 . . L .. . 300

ASSYSKNFGLYNERVGACTLVAADSETVDRAFSQMKAAI RANYSNPPAHGASVVATI LSN
SECONAATY AR — ———— RARRARARARARAN ARRARARRAAN

structure

—-— L I I B D

Disorder

Disorder
confidence
. 310 . . . . 320 . . . . 330 . . .. 340 . . .. 350 . . .. 360

DALRAI WEQELTDMRQRI QRMRQLFVNTLQEKGANRDFSFI | KQNGMFSF SGLTKEQVLR
Secondary. o q AAAAAAAA AAAAAAAAAAAAAARAAARARAAR — — ———— AR

structure

)
confidence

Disorder

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . .

LREEFGVYAVASGRVNVAGMTPDNMAPLCEAI VAVL
Secondar N N
Y RARAA ey AAAARARRAARARA

structure

Disorder 2 2

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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