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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . L. 60

MI DLRSDTVTRPSRAMLEAMMAAPVGDDVY GDDPTVNALQDYAAELSGKEAAI FLPTGTQ
STy RRRRRRRA ARRARRAARRRAL == /AR

structure

confldence
Dllsorder
confidence
.70 . . . . . 80 . . . 90 100 110 120

ANLVALLSHCERGEEYI VGQAAHNYLFEAGGAAVLGSI QP QPI DAAADGT LPLDKVAMKI
S d _
huchre RRARARAAN s RRRRAR —— —————————— RRARNRRA

structure
SS
confidence
Disorder

Disorder
confidence
130 .. 140 P . 150 . . 160 170 180

KPDDI HF ARTKLLSLENTHNGKVLPREYLKEAWEFTRERNLALHVDGARI FNAVVAYGCE
Secondar - -
! _— AURANAAARANAN———

structure
- EEE s

SS
confidence =
Disorder

Disorder
confidence
190 P . 200 . . P . 210 . L .. .220 0 . L .. .230 . .. ... 240

LKEI TQYCDS FTI CLSKGLGTPVGSLLVGNRDYI KRAI RWRKMTGGGMRQSGI LAAAGI Y
Secondar )
Y RARRA o — ey —UUURRAAARIASANS — RRRARARANANASN

structure

. SS e ——
confidence

Disorder 22722

Disorder
confidence
. 250 . . 260 . . 270 . . .. 280 . . ..290 . . .. 300

ALKNNVARLQEDHDNAAWMAEQLREAGADV MRQDTNMLFVRVGEENAAAL GEYMKARNVL
seconda’y AR AAARAAARRARAARAAARAR ——— AAARAARAAAN =

structure

SS
P —

Disorder

Disorder
confidence
. 310 . . . . 320 . . . . 330 .

| NASPI VRLVTHLDVSREQLAEVAAHWRAF LAR

Sl — ————— ARRARRRARRR—
structure ® » RASRAK KR
. SS e — -
confidence
Disorder 2 2

Disorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

