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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MLLVLVLI GLNMRPLLTSVGPLLPQLRQAS GMSFSVAALLTALPVVTMGGLALAGSWLHQ
Secondary g g q ARAAAAAAAAARAAAAAAAARAAAAA — ARAAARAAAARAAAAAA AARARARARA

structure

SS
confidence

Disorder ?
Dllsorder -
confidence

.. . ... . . . .70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . ., . . . .10
B HYVSERRSVAI SLLLI AVGALMRELYPQSALLLSSALLGGVGI GI'I QAVMPSVI KRRFQQR
Secondary g g SASAAAAARAAAAAAAAAAAAR ASAALAAAAAARAAALAAAAAAAAARAN —ARA

structure

SS
ccorcence

Disorder

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

TPLVMGLWSAALMGGGGLGAAI TPWLVQHS ETWYQTLAWWALPAVVALFAWWWQSAREVA

Seconday) 4 AAARAAAAAAAAAAARAAAAARAARAAA — AAARARAAARAAAARARAANA -
structure ARA
SS
— ——
-
Disorder 22221722
e —

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

SSHKTTTTPVRVVFTPRAWTLGVYFGLI NGGYASLI AWLP AFYI EI GASAQYSGSLLALM
Secondary ARAA —AARAARAARAAAAAARARARAARAAARAA —ARARARARAAR

structure

confl dence

Disorder
confidence

.. 250 . . .. 260 . . ..270 . . . .280 . . ..0290 . . .. 300
TLGQAAGALLMPAMARHQDRRKLLMLALVL QLVGFCGFI WLPMQLPVLWAMVCGLGL GGA
Secondary

AAUAAAAANARRANAAS G R G G W A R B R

structure ANARANN
SS
confidence
Disorder

Disorder
confidence
. 310 . . P . 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

FPLCLLLALDHSVQPAI AGKLVAFMQGI GFI1 | AGLAPWFS GVLRSI SGNY L MDWAFHALC
Secondary o g A ARARRAAA — ARARALARAARARAAAARRAAAAAARARARAAA — AARARRRRRA

structure
)
confidence

Disorder 22722
Disorder
I IS 20O S-S . .
.
. . 370 . . . . . . 380 . .
VVGLMI | TLRFAPVRFPQLWVKEA
Secondar
Y AAARAARARAA AR

structure

SS
. | |
confidence
Disorder 2222222
[

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



