PETER 1. a kel ley@imperial .ac.uk

‘j B 32689
‘P‘T/‘\ ThuJan 511:50:13 GMT
-\ Date 2012
e9c80fe6158140ce

Secondary structure and
disorder prediction

10 .o.20 . ... 30 . . 40 .. 50 . . 60

MKKRHLLSLLALGI STACYGETYPAPI GPS QSDFGGVGLL QTPTARMARE GELSLNYRDN

Secondary . )
—— ey LAL LOLLLRAN A% A% [— [ —
structure R i
confidence

Disorder ? 2 2 2 2 ? 2?2222222222221222? 2122

D I,Sorder & | | - T Y Bl S| S
confidence
.70 . . 80 90 . . . 100 . . . 110 120

DQYRYYSASVQLFPWLETTL RYTDVRTRQYSSVEAFSGDQTYKDKAF DLKLRLWEESY WL
Secondary

b ————— iy i i e ey — ———————
structure

confidence
Disorder ? —? 2?22?22 ?

Disorder
confidence
130 140 .. . 150 . .. 160 ... 170 0 L 180

PQVAVGARDI GGTGLFDAEYLVASKAWGPF DFTLGLGWGY LGTSGNVKNPLCSASDKYCY

Secondary — z
i I W ——
structure
confidence
Disorder ?2 2 —2?

Disorder
confidence

RDNSYKQAGSI DGSQMF HGP ASLFGGVEYQTPWQPLRLKL EYEGNNYQQDFAGKLEQKSK

190 . ..200 . . s o 20 5 . o o 220 5 0o o 280 o . .. 240

Secondary } )
———————— [R—— — ——— b ————
structure ’ _q
. SS - . —— . SO RS — —
Disorder ——2 2 —? ? 2222222222722 ——

Disorder e —

confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . o o 28D o o .. 300

FNVGAI YRVT DWADVNLSYERGNTFMFGVT LRTNFNDLRP SYNDNARPQY QP QP QDAI L Q

Secondary
R ——— I —
structure

confidence

Disorder 22?22?2222 2?27?27?2?2?2?27?2?27?272?27?2?2?2?2?22?27?727?27?7?

Disorder
confidence

HSVVANQLTLLKYNAGLADP QI QAKGDTLYVTGEQVKYRDSREGI | RANRI VMNDL P DG
Secondar ARAARAARRR AAAN s m——— ———— AAAAARAARRARARR =

structure

o IO o o o o 820 o o o o 880 . o .. 340 . . o o 380 . . . . 360

SS
. |
confidence
Disorder ? ? ? ? ? 2 ?2 —2

D |.SOrder L L B . L L ae ]
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . 400 410 . . . 420

KTI RI TENRLNMPQVTTETDVASLKNHLAGEPLGHETTLAQKRVEPVVPQSTEQGWYI DK

Secondary
sy ——— eeesessssssp — LA ARN A —
structure -

confidence

Dlsorder._._._,_._._._,_??,_._?? ?2 —2?2?2?2?2?2?2?2?2?2?2?2?2?2?2?2 7

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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