PETER 1. a kel ley@imperial .ac.uk

") T P16095
‘V')/—\ Thu Jan 511:35:01 GMT
_‘ Date 2012
Unique J°b €368a897f2be2926

Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MI SLFDMFKVGI GPSSSHTV GPMKAGKQFVDDLVEKGLLDSVTRVAVDVY GSLSLTGKGH

Secondary ARA AAMAAAARAARARRARARRAN —  — — AR

structure

D I,Sorder L | I
confidence
70 80 90 . . . 100 . . . 110 120

HTDI Al I MGLAGNEPATVDI DSI PGFI RDVEERERLLLAQGRHEVDFPRDNGMRFHNGNL

secondary, _u maRARAR AAAAAAAAAA -
structure l
I N | e | | | | ||
confidence
Disorder 2272 2222

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

PLHENGMQI HAYNGDEVVYSKTYYS! GGGFIVDEEHFGQDAANEVSVPYPFKSATELLAY

e R —— ——— —— ARRRRRA
structure -
Disorder 222722122

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

CNETGYSLSGLAMQNELALHSKKEI DEYFAHVWQTMQACI DRGMNTEGVLPGPLRVPRRA
seconda’y AAR——ARAARARAARA ——ARRAARAAR ARARRARARAAR KRR

structure

confidence

Disorder ?2 77 2227222222722 7?27?7?  —

Disorder
confidence
. 250 . . . P . 260 . . .. .270 0 L .. ..280 . . . .. .29 . . L .. . 300

SALRRMLVSS DKLSNDPMNVI DWVNMFALAVNEENAAGGRVVTAPTNGACGI VPAVLAYY

Secondary
RAUAAANN ARANASSANNN e AAAANSSANANN
structure KRN R8N - RN
Disorder ————2 22 2221222 2222221272
DlSOrder - | | |

confidence

o IO o o o o 820 o o 330 .. 340 . . 350 . . 360

DHFI ESVSPDIYTRYFMAAGAI GALYKMNASI SGAEVGCQGEVGVACSMAAAGLAELLGG

RNy S AAAAGRTTATATIATIATAT  ALARGTTIRTASRLLARAIIARRARARY
structure RAAR AR
— I | eeeee— e
confidence
Disorder 2 ?

Disorder
confidence
. . 370 . . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 . . . 420
SPEQVCVAAEI GMEHNLGLT CDPVAGQVQVPCI ERNAI ASVKAI NAARMALRRTSAPRVS
Secondary
—NAAARARANN - RARARAARANAARRARRANN
structure RRRANN R
SS
confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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