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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d.

1 C3pp4P_ Alignment .

Template Information

PDB header:immune system
Chain: P: PDB Molecule:b-lymphocyte antigen cd20;

PDBTitle: epitope characterization and crystal structure of gal01l
provide2 insights into the molecular basis for the type i / type ii3
distinction of anti- cd20 antibodies

2 c20s1Q Alignment
epitope peptide

PDB header:immune system
Chain: Q: PDB Molecule:b-lymphocyte antigen cd20;
PDBTitle: crystal structure of rituximab fab in complex with an2



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3pp4P_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/e1cb93505c05aaeb/c3pp4P_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2oslQ_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/e1cb93505c05aaeb/c2oslQ_.2.pdb

