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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

B MP I QVLPPQL ANQI AAGEVVERPASVVKELVENSLDAGATRI DI DI ERGGAKLI RI RDNG

Secondary _ - -
- - - S e el
structure RUARRARN = AAAAAAAAARAAAA
SS — ——
I B
confidence =
Disorder 2 2 2 22 2 2 —

Disorder
confidence
70 80 90 100 110 120

BRI CGl KKDELAL ALARHATSKI ASLDDLEAI | SLGFRGEALASI SSVSRLTLTSRTAEQQEA
e ARAARAAA RRRWRR ARUARARRAN s iy

structure

SS
confidence

Disorder

Disorder
confidence
.. . .. . . . 130 . . . .., . . . 140 . . . ., . . . 150 . . . .., . . . .10 . . . ., . . . .170 . . . ., . . . .180
P WQAY AEGRDMNVTVKPAAHPVGTTLEVLDLFYNTPARRKFLRTEKTEFNHI DEII RRI AL
Secondar N - .
Y —— ———————— ey — R RAARNAAA ——RAAANRNAARANRANNANN
structure
SS
confidence
Disorder ——————— 222222222

Disorder
confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

PRI ARFDVTI NLSHNGKI VRQYRAVPEGGQKERRLGAI CGTAFLEQALAI EWQHGDLTLRGWY

Secondary — I — ——— — —— e ———
structure > v RANARAAMAN AAAAANN

— —

confidence
Disorder 22722

Disorder

. S IS B 0 S s
confidence

.. ... .. .250 . . . ... . . . .260 . . . .., . . . .270 . . . ., . . . .280. . . .., . . . .29 . . . .., . . . .300
BT ADPNHTTPAL AElI QYCYVNGRMMRDRLI NHAI RQACEDKL GADQQPAFVLYLEI DPHQVD

secondary » ——— ——— AAAARAARAARRAAA ———— AR ——

confidence
Dlnsorder m—
confidence
. 310 . . .. 320 . . .. 330 . . .. 340 . . .. 350 . . .. 360

BV NVHP AKHEVRFHQSRLVHDFI YQGVLSVL QQQLETPLPLDDEPQPAPRSI PENRVAAGR

Secondary - N
—————— —— AUTLTLARALARARRAAR
structure
. SS I — — - ——
confidence
Disorder 2222222272 2222222222222222222?
N - . [

Disorder
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 420

PRI NHFAEPAAREPVAPRYTPAPASGSRPAAPWPNAQPGYQKQQGEVYRQLLQTPAPMQKLKA
Secondary
structure

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 .. . 450 . . 460 470 480

B PEPQEPALAANSQSFGRVLT I VHSDCALLE RDGNI SLLSLPVAERWLRQAQLTPGEAPVC

secondany _ man ——— ——— — R AAARARARARA ARARRN

structure

Disorder —? 2 ———— —2 2?2 ? —? 22222722

Disorder
confidence
490 . . . 500 . . . . . 510 . . . . . 520 . . . . . . 530 . . . . . . 540

B AQPLLI PLRLKVSAEEKSALEKAQSALAEL GI DFQSDAQHVTI RAVPLPLRQQNLQI LI P

Secondary - - -
S —— - RARATRRRRUIRAARN ey iy
structure » - RARARAN
)
I .|
-
Disorder ? ? 2 ?

Dllsorder —
confidence
. 550 . . . P . 560 . P .. .. 570 . . . .. . 580 . . . .. .59 . . . 600

PBEEMEEIELI GYLAKQSVFEPGNI AQWI ARNLMSEHA QWSMAQAI TLLADVERLCPQLVKTPPGGLL
>econdary RARAARAR———— AARTTRRARRAURIL - AARULRARRURRANR -

structure

SS
confidence

Disorder ———— EE
Disorder
confidence

P -3 [ B
BRI QS VDLHPAI KALKDE
Secondar N

Yy RARARARA ——

structure

confidence

Disorder 2272

Disorder
confidence

Confidence Key
High(9) I EHIRINNLow (0)
? Disordered
AR Alpha helix
) Beta strand



