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Secondary structure and
disorder prediction

1. . ., . . . .10 . . . .., . . . .20 . . . .., . . . .30 . . . .., . . . .4 . . . ., . . . .5 . . . ., . . . .60
SPEEY MV Y I | | VSHGHEDY!I KKLLENLNADDEHYKI I VRDNKDSLLLKQI CQHYAGLDYI SGGVY
Secondar - . )
ruchyy — RARARRRRAARARN e AARARRAAR sy

Disorder ?

Disorder
confidence
.70 .. .. 80 . . 90 . . 100 . . . .. 110 . . .. 120

BT GF GHNNNI AVAYVKEKYRPADDDYI LFLNPDI | MKHDDLL TYI KYVESKRYAFSTLCLFR

Secondary g m m ARARARARAAR — — AR ARAARAR :
—RAAAAARRAAARRRY————— R
structure
confidence
Disorder 2?2772

Disorder
confidence
L1300 . . 140 .. 150 . . . 160 .. 170 .. .. 180

B DEAKSLHDYS VRKFPVLSDF I VSFMLGI NKTKI PKESI YSDTVVDWCAGS FMLVRFSDFV
O —p AAAA——AARAARRAA —r RARRALATRRARARAN

structure

confidence

Disorder 2 —222

Disorder
confidence
190 .. 200 . . .. 210 . . .. 220 . . .. 230 . . .. 240

BT RVNGFDQGYF MYCEDI DLCLRLSLAGVRLHYVPAFHAI HY AHHDNRSFFS KAFRWHLKST
>econda’ AR AARAAAAAARAARAARAA ) — m—— A% AR AAAAARRAAA

structure

Disorder 2222227
Disorder
confidence
. 250 . . .. 260 . .

BT FRYLARKRI LSNRNFDRI SSVFHP
Secondary
~~~~~ ARAARAAAAAA
structure (WRARAR RN
ss
confidence
Disorder ?

Disorder
confidence

Confidence Key
High(o) I ENIRNIN Low (0)
? Disordered
AR Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

