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information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
PDB header:transport protein

1 c3k07A_ Alignment 11 Chain: A: PDB Molecule:cation efflux system protein cusa;
PDBTitle: crystal structure of cusa
PDB header:membrane protein

. Chain: A: PDB Molecule:acriflavine resistance protein b;

z cloyBA Alignment 13 ppBTitle: structural basis of multi ple drug binding capacity of the
acrb2 multidrug efflux pump
Fold:Aquaporin-like

3 dlj4na_ Alignment 17 Superfamily:Aquaporin-like
Family:Aquaporin-like

— Fold:MalF N-terminal region-like

4 d2r6gfl Alignment 14 Superfamily:MalF N-terminal region-like
Family:MalF N-terminal region-like
PDB header:membrane protein

. Chain: B: PDB Molecule:h(+)/cl(-) exchange transporter clca;

2 €2ht78. Alignment 15 ppBTitle: structure of the escherichia coli clc chloride channel2

y445h mutant and fab complex
— PDB header:transport protein
; Chain: A: PDB Molecule:urea transporter;

® c3k3gA. Alignment 12 ppprTitle: crystal structure of the urea transporter from
desulfovibrio vulgaris2 bound to 1,3-dimethylurea
Fold:Clc chloride channel

7 dlkpla_ Alignment 14 Superfamily:Clc chloride channel
Family:Clc chloride channel

D Fold:Aquaporin-like

8 dirc2a_ Alignment 14 Superfamily:Aquaporin-like
Family:Aquaporin-like
PDB header:transferase

- Chain: A: PDB Molecule:sensor protein kdpd;

9 Cc2ksfA_ Alignment 11 PDBTitle: backbone structure of the membrane domain of e. coli2
histidine kinase receptor kdpd, center for structures of3 membrane
proteins (csmp) target 4312c
PDB header:membrane protein
Chain: B: PDB Molecule:probable secdf protein-export membrane

10  c3agpB_ Alignment 18  protein;

PDBTitle: crystal structure of secdf, a translocon-associated
membrane protein,2 from thermus thrmophilus
— PDB header:membrane protein
11 c3lIgB_ T 19 Chain: B: PDB Molecule:aquaporin z 2;

PDBTitle: aquaporin structure from plant pathogen agrobacterium
tumerfaciens



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3k07A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c3k07A_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1oy8A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c1oy8A_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1j4na_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d1j4na_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2r6gf1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d2r6gf1.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2ht2B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c2ht2B_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3k3gA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c3k3gA_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1kpla_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d1kpla_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1rc2a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d1rc2a_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2ksfA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c2ksfA_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3aqpB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c3aqpB_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3llqB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c3llqB_.11.pdb

15

Fold:Clc chloride channel
Superfamily:Clc chloride channel
Family:Clc chloride channel

10

PDB header:membrane protein

Chain: A: PDB Molecule:aquaporin-4;

PDBTitle: crystal structure of human aquaporin 4 at1.8 and its
mechanism of2 conductance

11

PDB header:transport protein

Chain: A: PDB Molecule:s|10855 protein;

PDBTitle: x-ray crystal structure of a slow cyanobacterial cl-/h+
antiporter

38

Fold:Single transmembrane helix
Superfamily:ISP transmembrane anchor
Family:ISP transmembrane anchor

12

Fold:Multidrug efflux transporter AcrB transmembrane domain
Superfamily:Multidrug efflux transporter AcrB transmembrane
domain

Family:Multidrug efflux transporter AcrB transmembrane domain

10

Fold:Multidrug resistance efflux transporter EmrE
Superfamily:Multidrug resistance efflux transporter EmrE
Family:Multidrug resistance efflux transporter EmrE

12 dlotsa_ Alignment
13 €39d8A_ Alignr;t
14 c€3nd0A_ Alignment
15 d2e74d2 Alignn;c
16 dliwga8 _Alignment
17 dls7ba_ T Alignment
18 C2jp3A_ Alignment_

25

PDB header:transcription

Chain: A: PDB Molecule:fxyd domain-containing ion transport
regulator 4;

PDBTitle: solution structure of the human fxyd4 (chif) protein in
sds2 micelles



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1otsa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d1otsa_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3gd8A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c3gd8A_.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3nd0A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c3nd0A_.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2e74d2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d2e74d2.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1iwga8
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d1iwga8.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1s7ba_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/d1s7ba_.17.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jp3A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c2jp3A_.18.pdb

19 C2jolA_ Alignment

PDB header:hydrolase regulator

27 Chain: A: PDB Molecule:phospholemman;
PDBTitle: structure of the na,k-atpase regulatory protein fxydl in2
micelles



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jo1A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/dc4bad30a7568adb/c2jo1A_.19.pdb

