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Secondary structure and
disorder prediction

10 .o.20 . . .. 30 . . 40 50 . 60
MAI SDTKLRTI YGKPYSGPQEVADADGLSVRI SPKGV I QF QYRYRWHGKPNRLGLGRYPS
Secondary , } )
——] ey ———— I R — — Ry —————
structure m
SS
confidence
Disorder ? 22 ? 2

D|.sorder —
confidence
.70 . . . .. 80 . . . 90 100 110

LSLKDARQI TADLRKLYFSGTDPRTYFEEKVENSMTVAQCLDYWF DNYVSTTLRE
Secondar
Y RARRMARRAARAARAAR ——ARRARRAARA —— RARARARARARRAARRN —

structure

)
n I
confidence
Disorder ? 222 2222

Disorder
confidence

Confidence Key
HighO) Il IRl Low (0)
? Disordered
AR Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

