Detailed template

1\)]\

D2

mm a.kelley@imperial.ac.uk
| Description [{U:EER

Date ;hlijan 511:01:11 GMT

U”'q”eJ°b d8d1658deff2e7d6

3D Model Confidence % i.d. Template Information

PDB header:transcription/dna
Chain: C: PDB Molecule:transcription initiation factor iia beta

PDBTitle: human tfiia/tbp/dna complex

Fold:Transcription factor |IA (TFIIA), beta-barrel domain
Superfamily:Transcription factor IIA (TFIIA), beta-barrel domain
Family:Transcription factor 1A (TFIIA), beta-barrel domain

Fold:Transcription factor I1A (TFIIA), beta-barrel domain
Superfamily:Transcription factor I|A (TFIIA), beta-barrel domain
Family:Transcription factor [I1A (TFIIA), beta-barrel domain

PDB header:transcription/dna
Chain: C: PDB Molecule:transcription initiation factor iia large

PDBTutIe crystal structure of a yeast tfiia/tbp/dna complex

Fold:Transcription factor I1A (TFIIA), beta-barrel domain
Superfamily:Transcription factor 1A (TFIIA), beta-barrel domain
Family:Transcription factor 1A (TFIIA), beta-barrel domain

PDB header:oxidoreductase

Chain: X: PDB Molecule:pyoverdine biosynthesis protein pvcb;
PDBTitle: crystal structure of the pvcb (pa2255) protein from2
pseudomonas aeruginosa

PDB header:transcription/dna

Chain: C: PDB Molecule:transcription initiation factor iia large
chain;

PDBTitle: structure of a yeast tfiia/tbp/tata-box dna complex

Fold:beta-beta-alpha zinc fingers
Superfamily:beta-beta-alpha zinc fingers
Family:CHHC finger

PDB header:oxidoreductase

Chain: B: PDB Molecule:alpha-ketoglutarate-dependent taurine
dioxygenase;

PDBTitle: crystal structure of the fe(ii)/alpha-ketoglutarate
dependent taurine2 dioxygenase from pseudomonas putida kt2440

Fold:FAD-linked reductases, C-terminal domain
Superfamily:FAD-linked reductases, C-terminal domain
Family:PHBH-like

information

# Template Alignment Coverage
1 clnvpC_ Alignme:
2 dlnvpc_ Alignme:
3 dinh2c_ Alignme:
4 clnh2C_ Alignme:
5 dlytfc_ Alignme:
6 c3eatX_ Alignment

7 clrmlC_ Alignment

8 d2vydal Alignment

9 C3pvjB_ Alignment
10 d3c96a2 Alignment
11 dix3ha2 Alig;nt

Fold:Glucocorticoid receptor-like (DNA-binding domain)
Superfamily:Glucocorticoid receptor-like (DNA-binding domain)
Family:LIM domain



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1nvpC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/c1nvpC_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1nvpc_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d1nvpc_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1nh2c_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d1nh2c_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1nh2C_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/c1nh2C_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1ytfc_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d1ytfc_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3eatX_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/c3eatX_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1rm1C_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/c1rm1C_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2vy4a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d2vy4a1.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3pvjB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/c3pvjB_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3c96a2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d3c96a2.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1x3ha2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d1x3ha2.11.pdb

Fold:Nucleoplasmin-like/VP (viral coatand capsid proteins)
Superfamily:ssDNA viruses
Family:Microviridae-like VP

12 d1mO6f Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1m06f_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8d1658deff2e7d6/d1m06f_.12.pdb

