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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 d1njha_ Alignment 16.9 42
Fold:Hypothetical protein YojF
Superfamily:Hypothetical protein YojF
Family:Hypothetical protein YojF

2 d1s99a_ Alignment 15.1 22
Fold:Ferredoxin-l ike
Superfamily:MTH1187/YkoF-l ike
Family:Putative thiamin/HMP-binding protein YkoF

3 d2nzca1 Alignment 7.7 33
Fold:Ferredoxin-l ike
Superfamily:ACT-like
Family:TM1266-like

4 c2f91B_ Alignment 6.1 60
PDB header:hydrolase/hydrolase inhibitor
Chain: B: PDB Molecule:serine protease inhibitor i/i i ;
PDBTitle: 1.2a resolution structure of a crayfish trypsin
complexed2 with a peptide inhibitor, sgti

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1njha_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d7f6d926307836ea/d1njha_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1s99a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d7f6d926307836ea/d1s99a_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2nzca1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d7f6d926307836ea/d2nzca1.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2f91B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d7f6d926307836ea/c2f91B_.4.pdb

