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Secondary structure and
disorder prediction

10 o o o A0 o o o o o B0 o o o 40 c o o 9@ o o 60

MNNRVHQGHL ARKRFGQNFL NDQFVI DSI VSAI NPQKGQAMVEI GPGLAALTEPVGERLD
>econdary ———RAR AR AR AAARRRRAARA ) RRRARRRRR

structure

D|§order —
confidence

s V0 o o .. 80 . . 90 .. 100 . . 110 .. 120

QLTVI ELDRDLAARLQTHPF LGPKLTI YQQDAMTFNFGELAEKMGQPLRVFGNLPYNI ST

SECONIATY ey — AAARRARRRA ————— —— AARR— AARA — ——————— RAAR
BT T I I - I L HE -
confidence

Disorder ?

Disorder
confidence
. 130 . . 140 P . 150 . . . 160 . .. 170 . . .. . 180

PLMFHLFSYT DAl ADMHF ML QKEVVNRLVAGPNSKAYGRL SVMAQYYCNVI PVLEVPPSA
Secondar )
Y RRAARAAR  ——. L WL RAAANAA A e ey —UWN

structure

. __—_ L I

Disorder

Disorder
confidence
190 . ..200 . . . . . 210 . . L .. .220 . . .. 230 . . .. 240

FTPPPKVDSAVVRLVPHATMPHPVKDVRVLSRI TTEAFNQRRKTI RNSLGNLFSVEVLTG

O — ARARAAARAAAA —AAARAARAA —ARRARA
structure l
confidence

Disorder

Disorder
confidence
. 250 . . ... 260 . . . P . 270 . . L

MGI DP AMRAE NI SVAQYCQMANYLAENAPL QES
SO mp— AARRAARARAARAA ———

structure
confidence

Disorder ? 2227227272

Disorder
confidence

Confidence Key
High(9) Il FIRRRNE Low (0)
? Disordered
AR Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

