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Secondary structure and
disorder prediction

10 o 0 oo 20 5 o o 30 40 R 60

MAI KLI Al DMDGTLLLPDHTI SPAVKNAI AAARARGVNVVLTTGRPYAGVHNYLKELHME
Secondar: . )
Y o — =y RAAAASAARNAS sy — QNN ANSANS——

structure
EEE——

SS

confidence
Disorder ? 2 ?
Disorder

confidence

70 .. . 80 . . . 920 .. .10 . . . 110 120

QPGDYCI TYNGALVQKAADGSTVAQTALSYDDYRFLEKLSREVGSHFHALDRTTLYTANR

sitt:l?ur::clj:ﬁ pe/ [—— [I—— mmmmsmp L ARAARARAAARAAANR — =eessenl

SS

confidence

Disorder

Disorder
confidence
L1300 L L 140 P . 150 . . . 160 170 180

DI SYYTVHES FVATI PLVFCEAEKMDPNTQFLKVMMI DEP Al LDQAI ARI PQEVKEKYTV
Secondar: )
Y ARARRARRAR RN ey — L AN AR RN

structure
SS
confidence
Disorder

Disorder
confidence
190 . . . 200 . . . . . 210 . . . . . 220 . . . . . 230 . . . 240

LKSAPYFLEI LDKRVNKGTGVKSLADVLGI KPEEI MAI GDQENDI AMI EY AGVGVAMDNA
Secondar:
Y ey ey ————— ARAAARAARAARAA — AR ARARARA —— —

structure

SS
confidence

Disorder

Disorder
confidence
. 250 . .. .. .260 . . . P . 270

| PSVKEVANFVTKSNLEDGVAFAI EKYVLN
secondary ARARAR —=p———— RARRRARRAN

structure

_—_---__

Disorder 222

Disorder
confidence

Confidence Key
High(9) Il IIRNINLow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

