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Secondary structure and
disorder prediction

10 .o.20 . 30 40 s oo B0 . o 60

MSNI WSKEETLWSFALYGTAVGAGTLFLPI QLGSAGAVVLFI TALVAWPLTYWPHKALCQ
secondary o m aAAAR AARAAARAAAAAAAARAAAAAAAA AAAAAAAARAAAAAAAARARARRRA

structure

Disorder 2 2 2 2 2 ? ? —8

Disorder
confidence
.70 .. 80 90 100 110 120

FI LSSKTSAGEGI TGAVTHYYGKKI GNLI TTLYFI AFFVVVLI YAVAI TNSLTEQLAKHM

secondary, pam AAAAAAAA — AAAAAAA AAAAAARAAA AAAARAAARR ARARARARA

structure

SS
confidence

Disorder —2 2 —2 2 2 ?

Dllsorder
confidence
130 .. 140 150 160 ... 170 0 L 180

VI DLRIRMLVSLGVVLI LNLIFLMGRHATI RVMGELVFPLIAYFLFLSI YLVGSWQPDLL
Secondar
e AAAAMARARRWRRAMURARRARARARAARANRRARRAARRNANAN ——— ARANA

structure

confidence

Disorder —2 —2 —? 2 2

D|_sorder -
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

TTQVEFNQNTLHQI WI S1 PVMVFAFSHTPI | STFAI DRREKYGEHAMDKCKKI MKVAYL |
O A ——————— ARTATARLLTIARATARAL  RRRRRRARRR ARRAARRRULRRNR

structure

confidence

Disorder —2 —2 22 ? 22 21722
Disorder

confidence

5 250 « o .. 260 . . o o 210 5 . .. 280 . . N O .. 300

| Cl SVLFFVFSCLLSIPPSYI EAAKEEGVTI LSALSMLPNAPAWLSI SGI | VAVVAMSKS

Secondary
AVMAAAMAALAAL  ASAALAAAL  AAAAAAAA AMAAAAAAARAARRAARAN
structure RN RN
SS
e ] B ] L - _____________________________________________]
-
Disorder ?2 —272? 2 ?

Disorder
confidence
. 310 . . . . 320 . . 330 .. 340 . . . .. 350 . . 360

FLGTYFGVI EGATEVVKTTLQQVGVKKSRAFNRALSI MLVSLI TFIVCCI NPNAI SMI YA

Secondary
AUAAAAANAANAAARANRRANASN G G G G T G e A
structure u m
SS
1 o | e |
confidence -
Disorder 2222222222272
Disorder
confidence
.. 370 . . . .. . 380 . . . .. .39 . . . 400
| SGPLIAMILFIMPTLSTYLI PALKPWRSI GNLI TLIVGI LCVSVMFFS
>econda’ AMMAAAAAAAAAAAAAAAA —AAARAA —— AAARAARARR ARARARRA -
structure
SS
.________________________________________________ | e - ____________________a ]
confidence -
Disorder ? 22
Disorder

confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



