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# Template

Alignment Coverage

3D Model

1 c3kdrC_ Alignment

2 c3fo8D_ Alignment_
3 dlcOmal Alignment_
4 dihgOa_ AIignmenlt_
5 c3zrhA_ Alignment

6 c3hjdA_ Alignment_

Confidence

% i.d.

Template Information

PDB header:structural genomics, unknown function

Chain: C: PDB Molecule:hk97 family phage portal protein;
PDBTitle: the crystal structure of a hk97 family phage portal
protein from2 corynebacterium diphtheriae to 2.9a

PDB header:viral protein

Chain: D: PDB Molecule:tail sheath protein gp18;

PDBTitle: crystal structure of the bacteriophage t4 tail sheath2
protein, protease resistant fragment gp18pr

Fold:SH3-like barrel
Superfamily:DNA-binding domain of retroviral integrase
Family:DNA-binding domain of retroviral integrase

Fold:CNF1/YfiH-like putative cysteine hydrolases
Superfamily:CNF1/YfiH-like putative cysteine hydrolases
Family:Type 1 cytotoxic necrotizing factor, catalytic domain

PDB header:hydrolase

Chain: A: PDB Molecule:ubiquitin thioesterase zranbl;
PDBTitle: crystal structure of the lys29, lys33-linkage-specific
trabid otu2 deubiquitinase domain reveals an ankyrin-repeat
ubiquitin binding3 domain (ankubd)

PDB header:antimicrobial protein
Chain: A: PDB Molecule:human neutrophil peptide 1;
PDBTitle: x-ray structure of monomeric variant of hnpl



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3kdrC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/c3kdrC_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3fo8D_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/c3fo8D_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1c0ma1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/d1c0ma1.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1hq0a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/d1hq0a_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3zrhA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/c3zrhA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3hjdA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/c3hjdA_.6.pdb

7 c3hjdB_ Alignment

PDB header:antimicrobial protein
Chain: B: PDB Molecule:human neutrophil peptide 1;
PDBTitle: x-ray structure of monomeric variant of hnpl



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3hjdB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbe2896b14ba5d08/c3hjdB_.7.pdb

