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# Template Alignment Coverage 3D Model Confidence
1 d2jokal Alignment

2 c2kelB_ :gnment

3 clsqg7A_ Alignment_
4 dlsg7al Alignmenlt—
5 C3swfA_ Alignment

6 clwnkA_ Alignm:

7 dls35a2 Alignment

8 dlka8a_ Alignment_
9 c3t38B_ Alignm:
10 dlu5pal Alignment

11 dlu5pa2 Alignment

% i.d.

Template Information

Fold:SopE-like GEF domain
Superfamily:SopE-like GEF domain
Family:SopE-like GEF domain

PDB header:transcription repressor

Chain: B: PDB Molecule:uncharacterized protein 56b;
PDBTitle: structure of the transcription regulator svtr from the2
hyperthermophilic archaeal virus sirvl

PDB header:structural genomics, unknown function

Chain: A: PDB Molecule:putative cation transport regulator chab;
PDBTitle: nmr solution structure of the putative cation transport2
regulator chab

Fold:ChaB-like
Superfamily:ChaB-like
Family:ChaB-like

PDB header:transport protein
Chain: A: PDB Molecule:cgmp-gated cation channel alpha-1;
PDBTitle: cngal 621-690 containing clz domain

PDB header:transcription
Chain: A: PDB Molecule:fibroin-modulator-binding-protein-1;
: nmr structure of fmbp-1 tandem repeat 3 in 30%(v/v) tfe2

Fold:Spectrin repeat-like
Superfamily:Spectrin repeat
Family:Spectrin repeat

Fold:DNA/RNA-binding 3-helical bundle
Superfamily:"Winged helix" DNA-binding domain
Family:P4 origin-binding domain-like

PDB header:oxidoreductase

Chain: B: PDB Molecule:arsenate reductase;

PDBTitle: corynebacterium glutamicum thioredoxin-dependent
arsenate reductase2 cg_arscl'

Fold:Spectrin repeat-like
Superfamily:Spectrin repeat
Family:Spectrin repeat

Fold:Spectrin repeat-like
Superfamily:Spectrin repeat
Family:Spectrin repeat



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2joka1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d2joka1.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kelB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/c2kelB_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1sg7A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/c1sg7A_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1sg7a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d1sg7a1.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3swfA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/c3swfA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1wnkA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/c1wnkA_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1s35a2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d1s35a2.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1ka8a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d1ka8a_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3t38B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/c3t38B_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1u5pa1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d1u5pa1.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1u5pa2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d1u5pa2.11.pdb

8

Fold:Spectrin repeat-like
Superfamily:Spectrin repeat
Family:Spectrin repeat

12 d2spca_ Alignment
13 dlhcia4 Alignment

11

Fold:Spectrin repeat-like
Superfamily:Spectrin repeat
Family:Spectrin repeat



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2spca_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d2spca_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1hcia4
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/d1hcia4.13.pdb

PDB header:protein binding

Chain: A: PDB Molecule:alpha-actinin 4;

PDBTitle: solution structure of the third spectrin repeat of alpha-2
actinin-4

14 clwlIxA_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1wlxA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/cbd4b55f98f56946/c1wlxA_.14.pdb

