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Detailed template

information
# Template Alignment Coverage ence % i.d. Template Information
Fold:Photosystem | reaction center subunit XI, PsalL
1 dijbol_ Alignment 21 Superfamily:Photosystem | reaction center subunit XI, PsaL
Family:Photosystem | reaction center subunit XI, PsaL
PDB header:transferase
- Chain: A: PDB Molecule:mannosyl-3-phosphoglycerate synthase;
2 C2wvmA _ Alignment 25 PDBTitle: h309a mutant of mannosyl-3-phosphoglycerate synthase
from2 thermus thermophilus hb27 in complex with3 gdp-alpha-d-
mannose and mg(ii)
— PDB header:transferase
. Chain: A: PDB Molecule:mannosyl-3-phosphoglycerate synthase;
3 cozusA Alignment 22 ppBTitle: crystal structure of mannosyl-3-phosphoglycerate
synthase2 from pyrococcus horikoshii
— PDB header:membrane protein/transport protein
. Chain: B: PDB Molecule:upf0092 membrane protein yajc;
4 c2rddB_ Alignment 22 PDBTitle: x-ray crystal structure of acrb in complex with a novel2

transmembrane helix.



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1jb0l_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ca3dc9df8ba4fca4/d1jb0l_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2wvmA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ca3dc9df8ba4fca4/c2wvmA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2zu8A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ca3dc9df8ba4fca4/c2zu8A_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2rddB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ca3dc9df8ba4fca4/c2rddB_.4.pdb

5 €3j00Z_ Alignment

PDB header:ribosome/ribosomal protein

21 Chain: Z: PDB Molecule:cell division protein ftsq;
PDBTitle: structure of the ribosome-secye complex in the
membrane environment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3j00Z_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ca3dc9df8ba4fca4/c3j00Z_.5.pdb

