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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

P MPRLASAVLP LCSQHPGQCGLFPLEKSLDAFAARYRLAEMAEHTLDVQYY | WQDDMS GRL

Secondar - -
cruchre  RAARRARRAR sy AARAARRRRARAR e ey RRARA
SS | I . & b | L. I I |
confidence
Disorder 2 222 2? —2 2 2?2?27 ?
Disorder — —

confidence

.70 . 80 920 100 110 120

P LFSALLAAAKRGVRVRLLLDDNNTPGLDDI LRLLDSHPRI EVRLFNPFSFRLLRPLGYI T

Secondary g A RRARARAN  S— ARARRARA — — RRRRAAR
structure
i S— —— —
confidence
Disorder 222222222272
L} I

Disorder
confidence

.. . .. . . . 130 . . . ., . . . 140 . . . .., . . . 150 . . . .., . . . .160 . . . ., . . . 170 . . . ., . . . .180
P DF SRLNRRMHNKSFTVDGVVTLVGGRNI GDAYFGAGEEPLFSDLDVMAI GPVVEDVADDF

Secondary - . ;
structure

confidence

Disorder 22 2

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

P ARYWYCKSVSPLQQVLDVPE GEMADRI ELP ASWHNDAMTHRYLRKMESSPFI NHLVDGTL
Secondar
Y AARARARAA RARAAAARAANAARARANARANANNN

structure

confidence

Disorder ? 22222222272 2222? —2? ————

Disorder
confidence
. 250 . . . . 260 . . . . 270 . . .. 280 . . ..290 . . .. 300

BT P L WAKTRLL SDDPAKGEGKAKRHSLLPQRLFDI MGSPSERI DI I SSYFVPTRAGVAQLL
Secondary

—— — AMRAARAAARARAN sy = — AARAARAA
structure » -
SS
I e MM AT BT
- ——
Disorder 22227222

Disorder

A EE——— e |
confidence

.. . .. . . . .310 . . . ., . . . .320. . . .., . . . .330. . . ... . . . .380 . . . .., . . . .35 . . . .., . . . .360
PEEMEEI RMVRKGVKI Al LTNSLAANDVAVVHAGYARWRKKLLRYGVELYELKPTREQSSTLHDRGI
>econda’ AAAA —— mmm— CRATRTTITIRRARRRAAAN ey

structure

SS EN I B B OO0 S T .
confidence
Disorder 22222722222 1272

Dllsorder —
confidence
. 370 . . . . . . 380 . . . . . . 390 . . . . . . 400 . . . 410 . . . 420

BT TGNSGASLHAKTFSI DGKTVFI GSFNFDPRSTLLNTEMGF VI ESETLAQLI DKRFI QSQY
Secondar N N N
structurg kkkkkk > oo RARARARRAR yo RAAARARAARRAAAAA
sS
confidence

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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