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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

1 d1p42a1 Alignment 14.8 28
Fold:Ribosomal protein S5 domain 2-l ike
Superfamily:Ribosomal protein S5 domain 2-l ike
Family:UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine
deacetylase LpxC

2 c2go4A_ Alignment 11.2 28

PDB header:hydrolase
Chain: A: PDB Molecule:udp-3-o-[3-hydroxymyristoyl] n-
acetylglucosamine
PDBTitle: crystal structure of aquifex aeolicus lpxc complexed with
tu-514

http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1p42a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c6f6b33e43e1d0a6/d1p42a1.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2go4A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c6f6b33e43e1d0a6/c2go4A_.2.pdb

