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Secondary structure and
disorder prediction

10 o o« B0 o o s o S0 o o 40 o ¢ o B0 o o 60

MLI | KRSVAI | Al LFSPLSTASNLTSQLHNFFSAQLAGVSDEVRVSI RTAPNLLPPCEQP

Secondary
L LLLLTTUULTUT SR ~ARRRARRRARRRRAN ———— RARAR -
structure &
confidence
Disorder ? 2 ? 22272272 222?272 222222271
Dlsorder HE BN | I B O T . HEE BN B s N .

confidence

70 80 90 .. 100 . . .oo.110 . .. 120
LLSMSNNSRLWGNVNVLARCGNDKRYLQVNVQATGNYVVAAMPIARGGKLEAGNVKLKRG
Secondary

structure

confldence

Dllsorder o
confidence
130 0 L 140 .. . 150 . . . 160 P . 170 .. . . .. 180

RLDTLPPRTVLDI NQLVDAI SLRDLSPDQPI QLTQF RQAWRVKAGQRVNVI ASGDGFSAN

Ses%?unctzzz »RAA L LY ————— i — LR -—— O T

confidence

Disorder ? ?2—?2-—"2?——22722222227?2 1227 222
Disorder
confidence

190 .. 200 . . .. 210 . .

AEGQALNNAAVAQNARVRMVSGQVVSGVVDADGNI LI NL
Secondary
structure

confldence

Disorder
confidence

Confidence Key
High(9) I EIRIEI Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

