AN 1. a kel ley@imperial .ac.uk
2 S P 76219

Thu Jan 512:20:43 GMT
q

2012
=) £01665cfa0e0bbCc

Detailed template

information
# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
PDB header:transport protein
. Chain: A: PDB Molecule:riboflavin uptake protein;
1 L Alignment 19 ppBTitle: structure and mechanism of the s component of a
bacterial ecf2 transporter
PDB header:oxidoreductase
> c3rkoM Al t 11 Chain: M: PDB Molecule:nadh-quinone oxidoreductase subunit m;
==t wnmen PDBTitle: crystal structure of the membrane domain of respiratory
complex i from2 e. coli at 3.0 angstrom resolution
PDB header:metal transport/membrane protein
3 c2bbjB_ Alignment 14 Chain: B: PDB Molecule:divalent cation transport-related protein;
PDBTitle: crystal structure of the cora mg2+ transporter
— Fold:Transmembrane helix hairpin
4 d2iuba? T 14 rSeugli)ngamlly:Magnesmm transport protein CorA, transmembrane
Family:Magnesium transport protein CorA, transmembrane region
PDB header:oxidoreductase
5 c3rkoN Al 12 Chain: N: PDB Molecule:nadh-quinone oxidoreductase subunit n;
SR ignment PDBTitle: crystal structure of the membrane domain of respiratory
complex i from2 e. coli at 3.0 angstrom resolution
Fold:Voltage-gated potassium channels
6 diféga_ Alignment 10 Superfamily:Voltage-gated potassium channels
Family:Voltage-gated potassium channels
PDB header:transmembrane protein
7 clciiA_ Alignment 11 Chain: A: PDB Molecule:colicin ia;
PDBTitle: colicinia
- Fold:MFS general substrate transporter
8 dlpwéda_ Alignment 11 Superfamily:MFS general substrate transporter
Family:Glycerol-3-phosphate transporter
PDB header:membrane protein
; . Chain: A: PDB Molecule:mhpl;
Z C2iinA_ Alignment L7 ppBTitle: structure of mhp1, a nucleobase-cation-symport-1
family2 transporter
— PDB header:signaling protein
. Chain: A: PDB Molecule:erbb-2 receptor protein-tyrosine kinase;
e CHi Alignment Z PDBTitle: solution structure of the neu/erbb-2 membrane
spanning2 segment
PDB header:transport protein
11 3Kk3gA_ T 8 Chain: A: PDB Molecule:urea transporter;

PDBTitle: crystal structure of the urea transporter from
desulfovibrio vulgaris2 bound to 1,3-dimethylurea



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3p5nA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c3p5nA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3rkoM_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c3rkoM_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2bbjB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c2bbjB_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2iuba2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/d2iuba2.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3rkoN_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c3rkoN_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1f6ga_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/d1f6ga_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1ciiA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c1ciiA_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1pw4a_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/d1pw4a_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2jlnA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c2jlnA_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1iijA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c1iijA_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3k3gA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c3k3gA_.11.pdb

Fold:Transmembrane helix hairpin

Superfamily:Cytochrome c oxidase subunit|l-like, transmembrane
8 region

Family:Cytochrome c oxidase subunitIl-like, transmembrane

region

12 difftb2 Alignment

Fold:Transmembrane helix hairpin

Superfamily:Cytochrome c oxidase subunitIl-like, transmembrane
14 region

Family:Cytochrome c oxidase subunitll-like, transmembrane

region

13 d3dtub2 Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1fftb2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/d1fftb2.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d3dtub2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/d3dtub2.13.pdb

PDB header:cell adhesion

Chain: A: PDB Molecule:integrin alpha-iib;

PDBTitle: platelet integrin alfaiib-beta3 transmembrane-
cytoplasmic2 heterocomplex

14  c2kncA_ Alignment 10



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/c01665cfa0e0b6cc/c2kncA_.14.pdb

