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# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

Fold:(Phosphotyrosine protein) phosphatases Il

1 dloheal Alignment 8 Superfamily:(Phosphotyrosine protein) phosphatases |1
Family:Dual specificity phosphatase-like
— PDB header:membrane protein
> c2hachA_ T 24 Sr?;lnn A: PDB Molecule:t-cell surface glycoprotein cd3 zeta

PDBTitle: structure of zeta-zeta transmembrane dimer
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