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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

Fold: TNF receptor-like
1 dljmab2 Alignment Superfamily:TNF receptor-like
Family: TNF receptor-like
I Fold:SAM domain-like
2 dly88al Alignment Superfamily:Rad51 N-terminal domain-like
Family:Hypothetical protein AF1548, C-terminal domain
PDB header:immune system
— Chain: A: PDB Molecule:lung surfactant protein b;
3 cldfwA_ Alignment PDBTitle: conformational mapping of the n-terminal segment of2
surfactant protein b in lipid using 13c-enhanced fourier3 transform
infrared spectroscopy (ftir)



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1jmab2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/b82f913592457e6d/d1jmab2.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1y88a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/b82f913592457e6d/d1y88a1.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1dfwA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/b82f913592457e6d/c1dfwA_.3.pdb

