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Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. . ... .. 430 . . . ., . . . .48 . . . ., . . . .45 . . . ., . . . .40 . . . ., . . . .40 . . . .., . . . .480
BT VNP PWNVPPTLARKDI LPKVRNDPGYLESHGYTVMRGWNS REAI DPWQVDWSTI TASNLP
>econdal p———— AAAAAAAAAAAAAA AAARAA ) ———mp—ARAA— AR

structure

_—— N A NN BN O . S L - b

Disorder ? 22?2 ? 2?22?2272
Disorder
confidence
. . . ... . . . .49 . . . ., . . . .500. . . ., . . . .510. . . .., . . . .520. . . .., . . . .530. . . .., . . . .54
PRI F RFQQAPGPRNSLGRYKFNMPSSEAI YLHDTPNHNLFKRDTRALSSGCVRVNKASDLANM
Secondar
Y oy e — ANN i ANRAASNA

structure

—_— L | [ B I I

Disorder ? ? 2 —2 22

Disorder
confidence
. 550 . . . P . 560 . P .. .. 570 . . . .. . 580 . . . .. .59 . . . 600

PRI L L QDAGWNDKRI SDALKQGDTRYVNI RQSI PYNLYYLTAFVGADGRTQYRTDI YNYDLPA

Secondary ppm ARAARAARAL — " i —————— — —— AAR
structure AR »
. SS [— f— L e R
Disorder ? 72

Disorder
confidence
610

PRI RSSSQI VSKAEQLIR
Secondary o g A ARARRARAARN—

structure

confidence
Di_sorder [ [
confidence

Confidence Key
High(9) I EHIRINNLow (0)
? Disordered
AR Alpha helix
) Beta strand




