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Secondary structure and
disorder prediction

10 L. .20 L .. 30 . . 40 .. 50 . . 60

METQWTRMTANEAAEI | QHNDMVAFSGFTPAGSPKALPTAI ARRANEQHE AKKPYQI RLL

Secondary _
R AARARAARARARRA — —
structure ARA ARRAAANAN [R——
confidence EEas————— —
Disorder 2 2 2 22 2 2 o
.

Disorder
confidence
.70 . . . . . 80 . . . 90 100 110 . . . 120

TGASI SAAADDVLSDADAVS WRAPYQTSSGLRKKI NQGAVSFVDLHLSEVAQMVNYGFFG
Secondar
Y - AR ey ——— RURAARRANN— me——— QURANANNANN———

structure

Disorder ? ? 2

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

DI DVAVI EASALAPDGRVWL TSGI GNAPTWLLRAKKVI | ELNHYHDPRVAELADI VI PGA
Secondary
structure

confidence
Disorder

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

PPRRNSVSI F HAMDRVGTRYVQI DPKKI VAVVETNLPDAGNMLDKQNPMCQQI ADNVVTF
gk RN R sy RRRARARRRRRNR

structure

confidence

Disorder 2222222227272

Disorder
confidence
. 250 . . . . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

LLQEMAHGRI PPEFLPLQSGVGNI NNAVMARLGENPVI PPFMMYSEVLQESVVHLLETGK

secondary ARAAAAA ———— AAAAAAAAARAA ————— RAARARARR ——

structure

confidence

Disorder ——2 ? 2 ? 2222272
Disorder

confidence

o IO o o o o 820 o o o o 880 . o o o B o o o o o 380 . . . . 360

| SGASASSLTI SADSLRKI YDNMDYFASRI VLRPQEI SNNPEI | RRLGVI ALNVGLEF DI
Secondary

******* sy AAUUARVRURAARR 7Ty s QRN e eeee——
structure
confidence
Disorder 22 ? —2 2

Disorder
confidence

YGHANSTHVAGVDLMNGI GGSGDFERNAYLSI FMAPSI AKEGKI STVVPMCSHVDHSEHS

. 370 . . . . . . 380 . . . .. .39 . . . . . . 400 . . . 410 ... 420

Secondary N N
S —— [RR—— AAAAAN  =eessss—— [ ——
structure
--— I INEEEEE . Il BN I SN N
confidence
Disorder ? 2722

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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