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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 50 60

MDKSKRHLAWWVVGLLAVAAI VAWWLLRPAGVPEGFAVSNGRI EATEVDI ASKI AGRI DT

secondary _u q ARARAAAAAAAAAAAAAAAA — ———————— ————— —

structure

_-—_— B ———

Disorder 2 2 2 2 2 22222 2

Disorder
confidence
.70 . . 80 90 100 110 . . . 120

| LVKEGKFVREGEVLAKMDT RVLQEQRLEAI AQI KEAQSAVAAAQALLEQRQSETRAAQS
Secondary mp — — AAOUIRAARRT AR ATAAARARL ARRRARRANA

structure
SS
confidence
Disorder

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L 180

LVNQRQAELDSVAKRHTRSRSLAQRGAI SAQQLDDDRAAAESARAALESAKAQVSASKAA
Secondar
Y AAAMAAAAARAARARRARAARARRA ——— AAMARRIRRRARAANARANAARNANARNNNAN

structure

SS
confidence

Disorder 222272

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

| EAARTNI I QAQTRVEAAQATERRI AADI DDSELKAPRDGRVQYRVAEPGEVLAAGGRVL
Secondar )
Y RMAMMAAAAAAAARAATAAAALAARARRARRAR — - — — e

structure

SS T . O
confidence

Disorder 2 2 2 2

Disorder
confidence

2 850 o o o ¢ o A@ o o o o ¢ o AU o o o o o 0 BB . o o o o o B9 5 o o .. . 300

NMVDLSDVYMTFFLPTEQAGTLKLGGEARLI LDAAPDLRI PATI SFVASVAQFTPKTVET
Secondary
structure

_____ I

Disorder 222222

Disorder
confidence
. 310 . . . . 320 . . .. 330 . . .. 340 . . .. 350 . .

SDERLKLMFRVK/—\RI PPELL QQHLEYVKTGLPGVAWVRVNEELPWPDDLVVRLPQ
Secondary

W — [ —
structure
confidence
Disorder 2222222272 222222222122
Disorder

confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

