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Secondary structure and
disorder prediction

e o 1 - 1o - )
PEEEMEIEIMSNTYQKRKASKEYGLYNQCKKLNDDELFRLLDDHNSLKRI SSARVLQLRGGQDAVRLAI
Secondar:

Y RAARRARRARAARA R e R I L L L L L e R L L L L

structure

SS
P

Disorder ? ? ? ?

Disorder
confidence
70 . . . 80 . . . 90 . . . 100 . . . 110 120

B EFCSDKNYI RRDI GAFI LGQI KI CKKCEDNVFNI LNNMALNDKSACVRATAI ESTAQRCK

secondany ———ARMAAAAAAAAAAA AAAAARARAR —— ARARAAA
Sconcary RAR RRR AAAAAA

confidence
Disorder 22222

Disorder
confidence
.. . .. . .. L1300 . . . .. .. . 140 . . . ., . . . 150 . . . .., . . . L0160 . . . .., . . . .170 . . . . . . . . .180
P KNP I YSPKI VEQSQI TAFDKSTNVRRATAFAI SVI NDKATI PLLI NLLKDPNGDVRNWAA
Secondar:
y RAARARNRNS—— R L L e L G R R G R e R L L L

structure
SS

- T 0 D RN
confidence

Disorder

Disorder
confidence
190 . . . 200 . . . . . 210 . . . . . 220 . . . . . 230 . . . 240

BRI F Al NI NKYDNSDI RDCFVEMLQDKNEEVRI EAIl GLSYRKDKRVLSVLCDELKKNTVYDD
seconday ARRAA———AAAAARARAAA — ARARAARARARAA — ARARAARAAAA —— AARA

structure

SS
e —

Disorder ?2 —?

Disorder —
confidence
. 250 . . .. 260 . . . . 270 . . .. 280

M) | EAAGELGDKTLLPVLDTMLYKFDDNEI | TSAI DKLKRS
Peconda’ ARAARAAA —AAARARARAAAR ——ARARARRARAR ——

structure

SS N
confidence

Disorder 22722

Disorder
confidence

Confidence Key
High(9) [IECIIEEIILow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

