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Secondary structure and
disorder prediction

10 20 .. 30 . . 40 .. . 50 . . 60

MYQRCFDNAS ETLFVAGKTPRLSRFAFSDDPKWESGHHVHDNETELI YVKKGVARFTI DS

Secondary . ;
——— e |
structure b —_—
confidence
Disorder 2 2 2 2 2 2 2 22

DI,Sorder [ B I
confidence
70 80 90 . . . 100 . . . 110 120

SLYVAHADDI VVI ERGRLHAVASDVNDPATTCTCALYGFQFQGAEENQLLQPHSCPVI AA
Secondary

structure [F— - — ) s eeesssssssp URAA R QAAAR[AR/N—— —————
_ HE BN S . HE N |
confidence
Disorder ? —2122
L

Disorder
confidence

GQGKEVI KTLFNELSVI LPQSKNSQTSSLWDAFAYTLAI LYYENFKNAYRSEQGYI KKDV

o B0 - o o 140 o - o B0 - o o 160 P 170 180

Secondary
— AAAMAAAAAARAAAARA —  AMAAAAALAARAARAAARAARAA ARA

structure
SS | | | HE .

confidence
Disorder —2 2 2227272 222222222222272

Disorder
confidence

190 .. ..200. . . o ¢ o Bl o o o o o 0 B20 5 o o o o 08305 o o ... 240

|_| KDI LFYLNNNYREKI TLEQLSKKFRASVSYI CHEFTKEYRISPI NYVI QRRMTEAKWS
secondaly ARRARRARRARA ARATARRL  ARATTTAAARAR  ARTTRAALULRANRRR

structure

SS
confidence

Disorder

Disorder
confidence
. 250 . . . . 260 . . . . 270 . . .. 280 . . ..290 . . .. 300

LTNTELSQAEI SWRVGYENVDHFAKLFLRHVGCSPSDYRRQFKNCFAEQEI LSEFPQPVS

seconda’y AAA——— ARAAARAAA — AARAARARARA — AARRARARRRARAR AAAA
_ P — L e — - -
Disorder ?? 2222222222272 1212122
| |

Dlnsorder m—
confidence

LVG
Secondary A—
structure

)
confidence

Disorder ? ? 2
Dllsorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

