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# Template Alignment Coverage 3D Model Confidence

1 d2e74gl Alignment |
2 1vf T Alignment |
3 divf5g_ — Alignment |
4 clkdIA_ _ Alignment “ |

% i.d. Template Information

Fold:Single transmembrane helix
Superfamily:PetG subunit of the cytochrome b6f complex
Family:PetG subunit of the cytochrome b6f complex

PDB header:photosynthesis

Chain: G: PDB Molecule:protein pet g;

PDBTiItle: crystal structure of cytochrome b6f complex from
m.laminosus

Fold:Single transmembrane helix
Superfamily:PetG subunit of the cytochrome b6f complex
Family:PetG subunit of the cytochrome b6f complex

PDB header:structural protein

Chain: A: PDB Molecule:yopd protein;

PDBTitle: solution structure of the amphipathic domain of yopd
from2 yersinia



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2e74g1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ad9fc9fb53a3dc28/d2e74g1.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1vf5G_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ad9fc9fb53a3dc28/c1vf5G_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1vf5g_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ad9fc9fb53a3dc28/d1vf5g_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1kdlA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/ad9fc9fb53a3dc28/c1kdlA_.4.pdb

