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Secondary structure and
disorder prediction

10 .o.20 . .. 30 . . 40 .. 50 . . 60

MSDNI RVGLI GYGYASKTFHAPLI AGTPGQELAVI SSSDETKVKADWPTVTVVSEPKHLF
Oy — AAAAAAR AARRAR —— — A AAARAA = —AARAA

structure

SS
I LB B e
-

Disorder 2 2 2 2

Dllsorder
confidence
.70 . . . ., . . . .80 . . . .., . . . .9 . . . ., . . . .100. . . ., . . . .10. . . .., . . . .12

PEEEMEIEINDP NI DLI VI PTPNDTHFPLAKAALEAGKHVVVDKPFTVTLSQARELDALAKSLGRVLSV

SCCONARTY. oy RARAAARAA —_— AAARAARRARARN — —

structure

SS
confidence

Disorder

Disorder
confidence
130 .. 140 P . 150 . . . 160 ... 170 0 L 180

FHNRRWDSDF LTLKGLLAEGVLGEVAYFESHFDRFRPQVRDRWREQGGPGSGI WY DL AP H

Si(é'?ur‘lccispe/ o C— ASMAARARARARA — R ——  ——— )
IS T - . ENENE
confidence
Disorder oz

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

LLDQAI TLFGLPVSMTVDLAQLRPGAQSTDYFHAI LSYPQRRVI LHGTML AAAESARYI V

Secondary
A A A L e —— I ——— e ——
structure - = -

SS
confidence
Disorder

Disorder
confidence
. 250 . . . . 260 . . . . 270 . . 280 ..290 . . 300

HGSRGSYVKYGLDPQEERLKNGERLPQEDWGYDMRDGVLT RVEGEERVEETLLTVPGNYP

Secondary o .
structure == —_— AARRARAN i — RN

Disorder 2 21272

Disorder
confidence
. 310 . . . . 320 . . . . 330 . . .. 340 . .

AYYAAI RDAL NGDGENPVPASQAI QVMELI ELGI ESAKHRATLCLA
>econda’ AAAAARAARAR — ARMRTTTTIRRRRRRARRAR

structure

)
confidence

Disorder 2?2?2772
Disorder
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

