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Secondary structure and
disorder prediction

10 s o 0 80 o o o = () 40 o o 080 o o o 60

MGLFDKLKSLVSDDKKDTGTI EIl APLSGEI VNI EDVPDVVFAEKI VGDGI Al KP T GNKM

secondary. ___m g A RARAR —— — AR AR —
~~~~~~~~~~~~~~ ——
structure - 'l
conﬂdence

Disorder

confidence

s O o o 80 90 s o o MO . o 110 s o o 120

VAPVDGTI GKI FETNHAFSI ESDSGVELFVHFGI DTVELKGEGFKRI AEEGQRVKVGDTV

Secondary - -
[ —— e ——.—————]

structure [—— [—— [——— [R— [R— ]
confidence

Disorder

Disorder
confidence
. 130 . . 140 . . . 150 . . 160

| EFDLPLLEEKAKSTLTPVVI SNMDEI KELI KLSGSVTVGETPVI RI KK
Secondary
[R—— ————— sy — LTS R —— [E— [FRUE—E
structure m
SS
confidence
Disorder ? 2272 ?

Disorder
confidence

Confidence Key
High(9) IIIEIIRRNI Low (0)
? Disordered
AR Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

