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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d.

Template Information

A: PDB Molecule:cbl e3 ubiquitin protein ligase;
PDBTitle: solution structure of rsgi ruh-049, a uba domain from

Chain: A: PDB Molecule:e3 ubiquitin-protein ligase cbl-b;
PDBTitle: solution structure of rsgi ruh-065, a uba domain from

— PDB header:ligase
1 €2d9sA_ Alignment S
mouse?2 cdna
PDB header:ligase
2 c2dobA_ Alignment
human2 cdna
3 Cc2y35A_ Alignment

PDB header:hydrolase/dna
Chain: A: PDB Molecule:|d22664p;
PDBTitle: crystal structure of xrnl-substrate complex



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2d9sA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/a1328577bd5bd6b2/c2d9sA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2do6A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/a1328577bd5bd6b2/c2do6A_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2y35A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/a1328577bd5bd6b2/c2y35A_.3.pdb

