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Secondary structure and
disorder prediction

10 .o.20 0 L .. 30 . . 40 50 60

MTNVLI VEDE QAl RRFLRTALEGDGMRVFEAETLQRGLLEAATRKPDLI | LDLGLPDGDG
Secondar
Y — AARAARARARARA ey ARAARARAAAN ———————f

structure

SS
corcence g

Disorder ? ?

D|§order -
confidence
.70 .. . . 80 . . 90 .. 100 . . 110 .. 120

| EFI RDLRQWSAVPVI VLSARSEESDKI AALDAGADDYLSKPFGI GELQARLRVALRRHS
>econdary ARAARAARA ——— — RARRRRRAR —_— ARRRARARRRRRR

structure

SS I OO N OO
confidence

Disorder 22722

Disorder
confidence
. 130 . .. 140 .. . 150 . . . 160 . .. 170 . . . .. . 180

ATTAPDPLVKFSDVTVDLAARVI HRGEEEVHLTPI EFRLLAVLLNNAGKVLTQRQLLNQV
Secondar
z ey iy ey —— ey — LU A RN e —UUNNNANN

structure

SS
confidence

Disorder 2 2 22 22?2 .
Disorder
confidence

190 . .200 . . .. .210 . . .. .220 . .
WGPNAVEHSHYLRI YMGHLRQKLEQDPARPRHFI TETGI GYRF ML
Secondary PAARARRARAARAA — S -
structure — AR S— i —
SS
confidence
Disorder 2222 ?

Disorder
confidence

Confidence Key
High(9) IRLEIRIRI Low (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

