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Secondary structure and
disorder prediction

10 20 30 40 s ¢ o B0 o o 60

MSNLTYLQGYPEQLLSQVRTLI NEQRLGDVLAKRYPGTHDYATDKALWQYTQDLKNQFLR
Secondar
: ARRARARARRARAARARAANARNN ——RARARRARARAARARARRARARRASR

structure

confldence
22 2?72 2722
Disorder
confidence
.70 . . . . . 80 . . . 90 . . . 100 . . . 110 120

NAPPI NKVMYDNK I HVLKNALGLHTAVSRVQGGKLKAKVEI RVATVERNAPEPFLRMI VV

Secondary 5 s MARARARAAA » ARARARNR — —RAARAARAN
ctrucnire A RAAR — - RRARR
SS I N . B L B s s |
confidence
Disorder ? 2222722

Disorder
confidence
. 130 . . . 140 . . . 150 . . . 160

HELAHLKEKE HNKAFYQLCCHMEPQYHQLEFDTRLWLTQLSLGQNKI
Secondary RARAR—————— ARRAAAARAL  RUIRRAARRARRRRN

structure

SS [ . =
confidence

Disorder

Disorder
confidence

Confidence Key
High(9) Il [IRERN Low (0)
? Disordered
A% Alpha helix
) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

