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Secondary structure and
disorder prediction

. o o 1 o 10
P MKRVLFFLLMI FVSFGVI ADCEI QAKDHDCFTI FAKGTI FSAFPVLNNKAMWRWY QNEDI
Secondar
smturg —~RANAANANNANN — —_— =i RRARRANN
SS
confidence
Disorder ? ?

D|.sorder -
confidence
.70 0 L . . . 80 . . 90 . . 100 . .. 110 .. 120

B GEYYWQTELGTCKNNKFTPSGARLLI RVGSLRLNENHAI KGTLQELI NTAEKTAFLGDRF
Secondary

— > s ey ———————— R ARARAAARALALALARAN
structure —-
confidence

Disorder ?? 2272 2 2 2

Disorder
confidence
130 . .. 140 . . .. 150 . . . 160 . . . 170 . . . .. 180

PRI RS Y RAGI YQKKSSDPVQLLAVLDNSI MVKYFKDEKPTYARMTAHLPNKNESYECLI KI Q
Secondary) o g A AR R m— RARRARAR - s — ALRAARARA
structure AAAA-
SS
confidence
Disorder

Disorder
confidence

HELI RSEEK
Secondary) p o uRAR

structure

Disorder
confidence

Confidence Key
High(9) IIZHRIREINLow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

