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Secondary structure and
disorder prediction

10 .o.20 . ... 30 . . 40 .. 50 . . 60

MEKLRVGI VF GGKSAEHEVSLQSAKNI VDAI DKSRFDVVLLGI DKQGQWHVSDASNYLLN
Oy —— AAAAA AARRARRAAR AR ——) — AR—

structure

SS
e —

Disorder 2 2 2 2

Disorder
confidence
.70 .. 80 90 100 110 120

ADDPAHI ALRPSATSLAQVP GKHEHQLI DAQNGQPLPTVDVI FPI VHGTL GEDGSLQGML

o AARAAAAAA ARRUURRRRARR ey RRRRARAR
structure

confidence
Disorder ? ?? ? —2

Disorder
confidence
130 .. 140 P . 150 . . . 160 ... 170 0 L 180

RVANLPFVGS DVLASAACMDKDVTKRLLRDAGLNI APFITLTRANRHNI SFAEVESKLGL

>econdary’ aa = ARARAAA —AARARARARA =y RRRARRRRN
structure -

confidence
Disorder ?

Disorder
confidence
190 P . 200 . . P . 210 . .. .. .220 0 . L .. .230 . .. ... 240

PLFVKPANQGSSVGVSKVTSEEQYAI AVDL AFEFDHKVI VEQGI KGREI ECAVLGNDNPQ

SECONdar — em— — AAAAAAAAAAAAAN ) E——
L’ |} I N -
confidence

Disorder

Disorder
confidence
250 P . 260 . . . . 270 . .. .. ..280 . . . .. .29 . . L .. . 300

ASTCGEI VLT SDFYAYDTKY| DEDGAKVVVPAAI APEI NDKI RAI AVQAY QTL GCAGMAR
SN — — — AR — - AAARRARARARRARAAN —

structure
SS
confidence

Disorder

Disorder
confidence
. 310 . .. . . 320 . . . . 330 . . 340 350 .. 360

VDVFLTPENEVVI NEI NTLP GFTNI SMYPKLWQASGLGYTDLI TRLI ELALERHAADNAL

| e——————e— AVRRARAR  AAATAIATANARAARAARAN
. SS S —— - .
confidence
Disorder 272 21272

Dllsorder
confidence

KTTM
Secondary
structure

SS
e —

Disorder ? ? 2 ?

Dllsorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRRII Low (0)
? Disordered
AR Alpha helix
) Beta strand



