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Secondary structure and
disorder prediction

10 o o o 20 o o ¢ o o o B0 o o o 40 o o o B0 o o 60

MKAFNKLFSLVVASVLVFSLAGCGDKEESKKFSANLNGTEI Al TYVYKGDKVLKQSSETK

Secondary - -
CRANAALARTARAAARANANY ——— e
structure =
confidence
Disorder ? ? 2222?22?27 21?127 22—
HE EE B N I B s OO .

Disorder
confidence

s YO o o 80 90 . . .11lo0 . . 0o o B o o .. 120

| QFASI GATTKEDAAKTLEPLSAKYKNI AGVEEKLTYTDTYAQENVTI DMEKVDF KALQG
Secondary oy ARAAAAAARRAAAAA : '
—————————— Iy —— ——y ————— —
structure ANN RARASN
SS
confidence

Disorder 2 —227? 2?2 —? ?
Disorder
confidence
. 130 . . 140 .. . 150 . .

| SGI NVSAEDAKKGI TMAQMELVMKAAGFKEVK

Secondary
— AAAARRRRAR — = —
structure »
SS I Y O O 1 I .
confidence
Disorder 2 2 222222227272 2 22227222
D|_sorder -
confidence T —

Confidence Key
High(9) IIEEIIRNENLow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

