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information
Template Alignment Coverage 3D Model Confidence
‘ PDB header:ribosome
. Chain: D: PDB Molecule:50s ribosomal protein 17/112;
1 cldd3b. Alignment ‘ ¢ L6 33 pDBTitle: crystal structure of ribosomal protein 112 from
=r thermotoga maritima
P PDB header:ribosome
. Chain: C: PDB Molecule:50s ribosomal protein 17/112;
2 €ldd3C_ Alignment “ ‘ 6 33 ppBTitle: crystal structure of ribosomal protein 112 from
t/"‘, thermotoga maritima
t\ PDB header:structural protein
. g Chain: W: PDB Molecule:50s ribosomal protein 17/112;
3 clzaww, Alignment G0 33 ppBrTitle: ribosomal protein 110-112(ntd) complex, space group
ré p212121,2 forma

J PDB header:structural protein

. ] Chain: U: PDB Molecule:50s ribosomal protein 17/112;

4 clzawl, Alignment ) e 33 ppBTitle: ribosomal protein 110-112(ntd) complex, space group
ay» p212121,2 forma

' PDB header:structural protein
5 clzavY_ Alignment A 60.7 33 Chain: Y: PDB Molecule:50s ribosomal protein 17/112;
“g PDBTitle: ribosomal protein |10-112(ntd) complex, space group p21

B
' "’A, PDB header:structural protein
( 60.5 33 Chain: U: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein 110-112(ntd) complex, space group p21

6 clzavU_ Alignment

Fold:Ribosomal protein L7/12, oligomerisation (N-terminal)
. Y domain
. Superfamily:Ribosomal protein L7/12, oligomerisation (N-
7 dlzawl Alignment ‘ “ G5 33 ierminal) domain
Family:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

PDB header:structural protein
. - Chain: U: PDB Molecule:50s ribosomal protein 17/112;
8 clzaxl) Alignment : E.S 33 pDBTitle: ribosomal protein 110-112(ntd) complex, space group
L p212121,2 formb

PDB header:structural protein

Chain: X: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein 110-112(ntd) complex, space group
p212121,2 formb

9  clzaxX_ Alignment .:“ 60.2 33

(.‘ d PDB header:structural protein
10 clzavX_ Alignment = 60.2 33 Chain: X: PDB Molecule:50s ribosomal protein 17/112;
] f
' PDBTitle: ribosomal protein 110-112(ntd) complex, space group p21

PDB header:structural protein

Chain: Y: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein [10-112(ntd) complex, space group
p212121,2 formb

11 clzaxY_ Alignment 60.1 33
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http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zavU_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zavU_.6.pdb
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http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zaxU_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zaxX_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zaxX_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zavX_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zavX_.10.pdb
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PDB header:structural protein

Chain: W: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein 110-112(ntd) complex, space group
p212121,2 formb

PDB header:structural protein
Chain: W: PDB Molecule:50s ribosomal protein [7/112;

PDBTitle: ribosomal protein [10-112(ntd) complex, space group p21

PDB header:structural protein
Chain: V: PDB Molecule:50s ribosomal protein 17/112;

PDBTitle: ribosomal protein 110-112(ntd) complex, space group p21

PDB header:structural protein

Chain: V: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein 110-112(ntd) complex, space group
p212121,2 formb

PDB header:structural protein

Chain: V: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein 110-112(ntd) complex, space group
p212121,2 forma

PDB header:structural protein

Chain: Z: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein [10-112(ntd) complex, space group
p212121,2 formb

Fold:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

Superfamily:Ribosomal protein L7/12, oligomerisation (N-
terminal) domain

Family:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

Fold:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

Superfamily:Ribosomal protein L7/12, oligomerisation (N-
terminal) domain

Family:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

PDB header:structural protein

Chain: Y: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein [10-112(ntd) complex, space group
p212121,2 forma

PDB header:structural protein

Chain: X: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein [10-112(ntd) complex, space group
p212121,2 forma

Fold:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

Superfamily:Ribosomal protein L7/12, oligomerisation (N-
terminal) domain

Family:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

PDB header:structural protein
Chain: Z: PDB Molecule:50s ribosomal protein 17/112;

PDBTitle: ribosomal protein [10-112(ntd) complex, space group p21

PDB header:structural protein

Chain: Z: PDB Molecule:50s ribosomal protein 17/112;
PDBTitle: ribosomal protein [10-112(ntd) complex, space group
p212121,2 forma

Fold:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

Superfamily:Ribosomal protein L7/12, oligomerisation (N-
terminal) domain

Family:Ribosomal protein L7/12, oligomerisation (N-terminal)
domain

Fold:Single transmembrane helix
Superfamily:Bacterial ba3 type cytochrome c oxidase subunitlla
Family:Bacterial ba3 type cytochrome c oxidase subunitlla

PDB header:transcription
Chain: A: PDB Molecule:huntingtin interacting protein b;
PDBTitle: solution structure of the hset2/hypb sri domain


http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zaxW_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zaxW_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zavW_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zavW_.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zavV_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zavV_.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zaxV_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zaxV_.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zawV_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zawV_.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zaxZ_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zaxZ_.17.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1dd4c_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/d1dd4c_.18.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1dd4d_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/d1dd4d_.19.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zawY_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/93733ba78f516fef/c1zawY_.20.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zawX_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1zavz1
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zavZ_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1zawZ_
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1dd3a1
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1xmec1
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2a7oA_

