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Detailed template

information
# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
PDB header:chaperone
. Chain: B: PDB Molecule:uncharacterized protein;
1 c3opcB. Alignment 23 ppBTitle: crystal structure of flgn chaperone from bordetella
pertussis
PDB header:biosynthetic protein
. Chain: A: PDB Molecule:hypothetical protein pa3352;
z C2fuph Alignment 21 ppBTitle: crystal structure of a putative flagella synthesis protein
flgn2 (pa3352) from pseudomonas aeruginosa at 1.48 a resolution
Fold:STAT-like
3 d2fupal Alignment 21 Superfamily:FIgN-like
Family:FIgN-like
PDB header:gene regulation, chaperone
4 c3a7mA_ Alignment 10 Chain: A: PDB Molecule:flagellar protein flit;

PDBTitle: structure of flit, the flagellar type iii chaperone for flid
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http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2fupA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/933f68b06531a906/c2fupA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2fupa1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/933f68b06531a906/d2fupa1.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3a7mA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/933f68b06531a906/c3a7mA_.4.pdb

