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Detailed template

information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information
PDB header:membrane protein, transport protein
Chain: D: PDB Molecule:pts system, cellobiose-specificiic

. component;

e Alignment 11 ppBTitle: crystal structure of the transporter chbc, the iic
component from the2 n,n'-diacetylchitobiose-specific
phosphotransferase system

i Fold:Gated mechanosensitive channel

2 d2oaral Alignment 13 Superfamily:Gated mechanosensitive channel
Family:Gated mechanosensitive channel
PDB header:membrane protein

3 c20arA_ T 13 g:aar::e:aléz PDB Molecule:large-conductance mechanosensitive
PDBTitle: mechanosensitive channel of large conductance (mscl)
PDB header:membrane protein
Chain: A: PDB Molecule:large-conductance mechanosensitive

4 c3hzgA_ Alignment 13 channel;

PDBTitle: structure of a tetrameric mscl in an expanded
intermediate2 state
— Fold:Ferredoxin-like

5 d5ruba2 Alignment 19 Superfamily:RuBisCO, large subunit, small (N-terminal) domain

Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase
— Fold:Ferredoxin-like

6 dlgk8a2 Alignment 23 Superfamily:RuBisCO, large subunit, small (N-terminal) domain

Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase
— Fold:Ferredoxin-like

7 dlbwva2 Alignment 29 Superfamily:RuBisCO, large subunit, small (N-terminal) domain

Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase
— Fold:Ferredoxin-like

8 dirbla2 Alignment 23 Superfamily:RuBisCO, large subunit, small (N-terminal) domain

Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase
— Fold:Ferredoxin-like

9 d2d69a2 Alignment 16 Superfamily:RuBisCO, large subunit, small (N-terminal) domain

Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase
— PDB header:cell adhesion
- Chain: A: PDB Molecule:integrin alpha-iib;

10 c2knca, Alignment 19 ppBTitle: platelet integrin alfaiib-beta3 transmembrane-

cytoplasmic2 heterocomplex
— Fold:Ferredoxin-like
11 d8ruca2 Alignment 23 Superfamily:RuBisCO, large subunit, small (N-terminal) domain

Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3qnqD_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c3qnqD_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2oara1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d2oara1.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2oarA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c2oarA_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3hzqA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c3hzqA_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d5ruba2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d5ruba2.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1gk8a2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1gk8a2.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1bwva2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1bwva2.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1rbla2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1rbla2.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2d69a2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d2d69a2.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kncA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c2kncA_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d8ruca2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d8ruca2.11.pdb

PDB header:metal transport/membrane protein
Chain: B: PDB Molecule:divalent cation transport-related protein;
PDBTitle: crystal structure of the cora mg2+ transporter

Fold:Ferredoxin-like
Superfamily:RuBisCO, large subunit, small (N-terminal) domain
Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase

Fold:Ferredoxin-like
Superfamily:RuBisCO, large subunit, small (N-terminal) domain
Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase

Fold:Ferredoxin-like
Superfamily:RuBisCO, large subunit, small (N-terminal) domain
Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase

Fold:Clc chloride channel
Superfamily:Clc chloride channel
Family:Clc chloride channel

Fold:Ferredoxin-like
Superfamily:RuBisCO, large subunit, small (N-terminal) domain
Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase

PDB header:isomerase

Chain: B: PDB Molecule:2,3-diketo-5-methylthiopentyl-1-
phosphate

PDBTItle: crystal structure of 2,3-diketo-5-methylthiopentyl-1-2
phosphate enolase from bacillus subtilis

12 Cc2bbjB_ Alignment 22
13 dlbxna2 Alig_nlment e
14  dlgeha2 Alig_nment 29
15  dlsvda2 Alig_nment 16
16 dlotsa_ Alignment_ 12
17 dlej712 Alig_nment 23
18 c2zviB_ Alig_nme nt v
19  dilwdda2 Alig_nment 23

Fold:Ferredoxin-like
Superfamily:RuBisCO, large subunit, small (N-terminal) domain
Family:Ribulose 1,5-bisphosphate carboxylase-oxygenase



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2bbjB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c2bbjB_.12.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1bxna2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1bxna2.13.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1geha2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1geha2.14.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1svda2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1svda2.15.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1otsa_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1otsa_.16.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1ej7l2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1ej7l2.17.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2zviB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c2zviB_.18.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1wdda2
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/d1wdda2.19.pdb

PDB header:isomerase
Chain: J: PDB Molecule:5-methylthioribose-1-phosphate
30 isomerase;
PDBTitle: crystal structure of yeast ypr118w, a methylthioribose-1-
2 phosphate isomerase related to regulatory eif2b subunits

20 clw2w]_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1w2wJ_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/930d74af5bac7008/c1w2wJ_.20.pdb

