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Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. ... .. 4830 . . . ., . . . 480 . . . ., . . . 450 . . . ., . . . .40 . . . .., . . . .470 . . . ., . . . .480
MY VT SADSGALVLGNFTSQLKDI NSDAPGWL RVFWSVAI GLLTLGMLMTNGI SALQNTTVI
Secondary) m u AAAAAAAA AAAAAA ASMAARAARARAAAAARARAR — AARRARARAR

structure

. __

Disorder 2?2221?22227?2? 2 ?

Di.sorder —
confidence

. . . ... . . . .49 . . . ., . . . .500. . . ., . . . .510. . . .., . . . .520. . . .., . . . .530. . . .., . . . .54

P MGLPFSFVI FFVMAGLYKSLKVEDYRRESANRDTAPRPLGLQDRLSWKKRLSRLMNYPGT

Secondany. o q AAAAAAAAAAAAAAAAAAAAAARAAAA —  AAAAAAA ——  AAAAAAAAA — A

structure

SS
P -

Disorder 2222722222 22222222272222227? 2?2 ——
Disorder
confidence

. 550 . . . .. . 560 . . . .. .. 570 . . . .. . 580 . . . .. .59 . . . .. . 600

P RY TKQMMETV CYPAMEEVAQELRLRGAYVELKSLPPEEGQQLGHLDLLVHMGEEQNFVYQ
Secondary
RAARAAARAARAARAARARARAN — —
structure m -‘
SS

confidence
Disorder 22?22?22 -"22222122?2? ?227?

Disorder
confidence
610 P . 620 . . 630 640 650 660

PR WPQQYSVPGFTYRARSGKSTYYRLETFLLEGSQGNDLMDYSKEQVI TDI LDQYERHLNF
Secondar
Y — —_— AVURLLRRAAARANRAANS

structure

SS
] —

Disorder ———2 2?22?2222 ?2?2?2?2?2?22?2?27?22? ?2 —2

Di_sorder N . I I E E 4SSN 0 D
confidence
A -7 4 H
B! HLHREAPGHSVMFPDA
Secondary.,"nlnlm,ll

structure
. SS . | —
confidence
Disorder ———— 27?2?2?2?72?2?1?7?

Disorder [ E— R R

confidence

Confidence Key
High(9) Il ERIRNINLow (0)
? Disordered
AR Alpha helix
) Beta strand



