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Secondary structure and
disorder prediction

.10 . . .o.20 . ... 30 . . 40 .. 50 . . 60

MNFRRLKYFVKI VDI GSLTQAAEVLHI AQPALSQQVATLEGELNQQLLI RTKRGVTPTDA
>econday AAAAAAAAAAAAA AARAAAAA —ARARRARAAR ARA ) ———m—p— AR

structure

SS
confidence
Disorder ? 2 2

Disorder
confidence
.70 . . . . . 80 . . . 90 . . . 100 . . . 110 . . . 120

GKI LYTHARA I LRQCEQAQL AVHNVGQALSGQVSI GFAPGTAASSI TMPL LQAVRAEFPE

>econdal AMAAAAAAAAAAAAARAARAAAARA s ——— A AAARAARAARARARAAR ——
structure A
I L L I I I e ——
confidence
Disorder 22221272

Disorder
confidence
130 .. 140 .. . 150 . .. 160 ... 170 0 L .. . 180

| VI YLHENSGAVLNEKLI NHQLDMAVI YEHSPVAGVSSQALLKEDLFLVGTQDCPGQSVD
Secondary
structure

SS
confidence

Disorder

Disorder
confidence
190 P . 200 . . ... 210 . . .. .220 0 . L .. .230 . .. ... 240

VNAI AQMNLF LPSDYSAI RLRVDEAFSLRRLTAKVI GEI ESI ATLTAAI ASGMGVAVLPE
Secondar - )
Y RAAA — RARRANRARARRN ———— ey —— QARNARAANN — sy — |

structure

confidence

Disorder

Disorder
confidence
. 250 . . P . 260 . . .. 270 . . .. 280 . . ..290 . . .. 300

SAARSLCGAVNGWMSRI TTPSMSLSLSLNLPARANLSPQAQAVKELLMSVI SSPVMEKRQ
secondary RARAR — — ———————— ARAARAARAAARAARRAN

structure

. ———

Disorder 2 ? 222222
DI_Sorder EE .
confidence

WQL VS
Secondary
structure

B —
confidence

Confidence Key
High() I CINIRINLow (0)
? Disordered
A% Alpha helix
=) Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

