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Secondary structure and
disorder prediction

10 o 0 oo 20 5 o o 30 40 R 60

MMQPVI NAPE | ATAREQQLFNGKNFHVFI YNKTESI SGLHQHDYYEFTLVLTGRYFQEI N

Secondary gm  mmam b ——————— — »—
structure RN RSN » i —
SS L I | U N S - I TN
confidence
Disorder 2 2 2222?22 —2 —227? ?

Disorder
confidence
.70 . . 80 90 . . . 100 . . . 110 120

GKRVLLERGDFVFI PLGSHHQSFYEFGATRI LNVGI SKRFFEQHYLPLLP YCFVASQVYR

Y —— — e s ey AAR AARARRRARRAN —— RAA—

SS
. | I Y I S [ |
confidence
Disorder 2222227272 —2?2?

Disorder
confidence
L1300 L L 140 P . 150 . . . 160 .. .170 . .. 180

TNNAFLTYVETVI SSLNFRETGLEEFVEMVTFYVI NRLRHYREEQVI DDVPQWLKSTVEK

Secondary
S ARARALTAATIAAAT | ATTTTTTTTTATALARARARALT ARARAARAAAN
structure AR s
SS LI | L | L |
confidence
Disorder ? 2272272 2222222172272

Disorder LB B ——————

confidence

190 .. ..200. . . .o.210 .. .. 220 . . .. .230 . . . ... 240

MHDKEQFSESALENMVALSAKSQEYLTRATQRYYGKTPMQI | NEI RI NFAKKQLEMTNYS

secondary S ARATRATR  ARARATRAATAS  ARRALIALIRARAARARRARR
structure AAAAA
. ol — e ——— —
Disorder u
B .

Disorder
confidence
. 250 . .. .. .260 . . . P . 270 . .. . .. 280

VTDI AFEAGYSSPSLFIKTFKKLTSFTPKSYRKKLTEFNQ
Peconda’ ARAARARA ——ARARARAAARRA —ARRARARARAR —

structure

Disorder 22722

Disorder
confidence

Confidence Key
High(9) [IECIIEEIILow (0)
? Disordered
A% Alpha helix
= Beta strand


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

